
Supplemental Table S1. Relationships between sequence type and serotype in 188 invasive GBS isolates in CGMH, 2003-2020 

Sequence type Serotype 

Ia (%) Ib (%) II (%) III (%) IV (%) V (%) VI (%) Total (%) 

ST1 1 (3.2) - 4 (100) - - 4 (57.1) 5 (100) 14 (7.4) 

ST12 - 13 (92.9) - - - 1 (14.3) - 14 (7.4)

ST17 - - - 113 (89.7) - - - 113 (60.1) 

ST19 - - - 10 (7.9) - - - 10 (5.3) 

ST23 15 (48.4) - - - - 1 (14.3) - 16 (8.5)

ST24 9 (29.0) - - - - - - 9 (4.8)

ST268 2 (6.5) - - - - - - 2 (1.1)

ST890 3 (9.7) - - 1 (0.8) - 1 (14.3) - 5 (2.7)

Others 1 (3.2) 1 (7.1) - 2 (1.6) 1 (100) - - 5 (2.7)

Total (%) 31 (16.5) 14 (7.4) 4 (2.1) 126 (67.0) 1 (0.5) 7 (3.7) 5 (2.7) 188 (100) 

ST: sequence type 


