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Figure S1: Subsystem coverage of the strain BSE6.1 genes
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Figure S2: Gene clusters of secondary metabolites in the BSE6.1 genome
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Figure S3: Maximum-Likelihood tree of16S rRNA genes belonging to 208 Streptomyces
species and strain BSE6.1. Outgroup: Staphylococcus aureus, Bootstrap value: 1000.



- Other genes

- Regulatory genes

- Additional biosynthetic genes - Transport-related genes

- Core biosynthetic genes

saseuy 91eIpAyoqes A9

asesajsues) |Auliog
aseuadixoouow-g auish|-]
uodsuen gi2e4

aniedg

1apodsues) Dgy|

uigjoad Buipuiqg Jjwsejduag

Jauodsueny Dgy

awAzua Sulpuig-dINY

Jauodsuesy gy

asela)sa anneIng

izl

asejeydsoydouow jojisou|

HPW

Cluster 1 (NRPS cluster)

210,000

T

T T
185,000 190,000

180,000

175,000

220,000

215,000

200,000 205,000

195,000

asejospAy ayji|-eseuafojeysp preojey

oz-ewsis

ASEIINPaIOPIXD BUILLE-UIARL]

asejaAd auadooiy)

asesgjsuenjiyiaw sood/31qn

ASEIINPAIOPIXO SUILLE-UIALY

aseyyuhs auaojhyd/ausjenbs

85E]INP3IOPIXO SUIUE-UIAR],

asejayjuis JAuasdAjog

uleWop Mj|-Jeous

Cluster 3 (Terpene cluster)

830,000

T
826,000

824,000

T
822,000

T T
820,000

818,000

T

T T
814,000 816,000

812,000

810,000

832,000

828,000

808,000

19104d AsorejnSaa
uizyoad Suipuig:

Japiodsued) uol [B1 Al

uiajoad Juipuig-ainjos Jejn||acenx |
Jodsues) sueIqUIBWISUB)
1i0dsuEl] AuBIqUIBWSUE.
Japodsuesy Hg

awAzua Sulpuig-dNY|

awAzua uipuig-dIAY

0Std 2WOIYI0IAD)|
asesajsaoly]
aapodsuern Jgy|
Japodsuesy Hgy|
awAzua Suipulq a1ewWsLIoY;
asepnpalopixo upaydopghjon]

awAzua Suipuig-dN’

aseuaSospAyap yod-jAy|
aseuafoipAyap yo)-|A

m:_m;.mu:mno.w 50

aseuafospAysp apAys)

Jojejndai esuodsas Sulpuig-yNGa;

aseup| auIpnsiy

TdININ

asesaysuer) JAutayiayuedoydsoyd

awAzua Suipuig-d Y]
aseusdAxolp wsijogeles sauune

awAzua Buipuig-dINY|

awAzua Suipuig-dy

Japodsues) Jgy|
2SEUIWIESUE.
asesaisaony

ase)INpalopINo - A4

e

Cluster 4 (NRPS cluster)

T T T T T T T
880,000 890,000 900,000 910,000 920,000 930,000 940,000

870,000

T

860,000

T

850,000

Cluster 5 (Terpene cluster)

asesajsueny jApnoapny|

aseuadospAyap |oyod|e-uod)|

aselajsuel) JAsodA|9)

Jayodsuely Hgy|

asejuhs auaojAyd/ausjenbg

@seyiuls auaciAyd/auajenbs

9SBJINP3IOPIXO SUIWE-UlAR]|

aselayjuAs jAuaidijod

asepAy suadoy-auajenbs|

INVS [edIpey|

aseyiuAs” gxd

-SSE[2 @sElajsuBjoulwy|

1,082,000 1,084,000 1,086,000 1,088,000 1,090,000 1,092,000 1,094,000 1,096,000

1,080,000

078,000

1

1,076,000

1,074,000

1,072,000

J10je|nBai jeuondiasuesy Ajiwey yp

asesajsuedy |Auiayzyuedoydsoyd- i

sapndadiyjiue]

1apodsuesy Dgy

1auodsuesy Dgy

J01enBa Ajjwe) yxn|

a
&
o
?
@
=
=
e
@
k=3
=
=}
c
=
©
4
i
=
=)

_
“
_
%

1,172,000 1,174,000 1,176,000 1,178,000 1,180,000 1,182,000 1,184,000

1,170,000

,168,000

1,166,000

1,164,000

ing ones.

lar to exist

1mi

ich are >75% s

Details of gene clusters wh

Figure 54



- Other genes

- Regulatory genes

. Additional biosynthetic genes - Transport-related genes

. Core biosynthetic genes

Cluster 9 (NRPS,NRPS-like,

RiPP-like,terpene)

3SBIINP3IOPIXO SUIWE-UIAB]4|
uiajoad ayil-d |

M Z694NQ|
1apodsues) Hgy|

asejf1@aeap apuey2esi|od
asejanpalopixo Juapuadap av|

aqryl

awAzua Suipuig-d V|

awAzua Suipuig-diNy
uia104d Atore|ngas jeuopndiasuel] dyys|

urewop Bulpulq av4

awAzua Buipuig-d V|
awAzua Suipuig-d V|

0Std @woayr034)

05d awosyroii)|

awAzua Suipuiq ajewsiioy)|

Japiodsues) aduelsisal nu

awAzua Sulpuig-dIAL

aseuny auipnsi

103e|n3a4 asuodsa;
sspodsuely Dg
Jayodsues Jgv
Japodsues} Jgy!

1apodsuen gy
101e|n321 Y13

I YuAs auadiay|
asepijoid faseuneal))
aselajsuejoydsoyd|

asejAwe eyd|y|

INV'S [BOipEY
dses3-4]v/|

T T T T
1,820,000 1,830,000 1,840,000 1,860,000

1,810,000

1,800,000

1,850,000

a01en8aa [euonduasueny gyvs|

aseyiuis |Areoay-elag

aseusBoipAyap yod-jhoy

Jo3e[n8au Ajiwey yxni|

asesajsues) jAuiayiauedoydsoyd- i

aseyjuis JAceojay-eleg
aulaylajuedoydsoyd:
aseyjuhs dv-|AIeOXO-|
aujayajuedoydsoyg.

aulayjajuedoydsoyd|

awAzua Bulpuiq-dInY]

2wAzua Suipuig-dINY|

asejespAyap/asesawida - QN
ase1a)saoly ||
asessysuen|AyIs i

aseunyjip ajeydsoyd ajeAnsid|

asesajsuenjiiy

aseauuad pioe ouny|

Cluster 10 (NRPS-like, T1PKS,

prodigiosin)

2,055,000

2,035,000

T

2,020,000

2,060,000

2,045,000 2,050,000

2,040,000

2,030,000

2,025,000

Cluster 14 (Terpene)

0f-ewsig

asejAw.ojap apndad|
I yjuAs suadial

-«
0Sbd awolyaohd
Jojeingau Ajjwey Jeay

Joye|ndai Ajiwey yuo

T T
2,854,000 2,856,000

2,852,000

T
2,844,000 2,848,000

2,842,000

2,860,000

2,858,000

2,850,000

2,846,000

ase|Axoqiedap-|exopuid

aseuadinoouow-g aulsA|-1-HdaVN

asesajsueniiady

N1 / yan|

3SEIBJSUBIIOPIWE BUILIEIN|D

Cluster 17 (siderophore)

5,217,000 5,218,000 5,219,000 5,220,000 5,221,000 5,222,000 5,223,000 5,224,000 5,225,000 5,226,000 5,227,000

5,216,000

A-SSB]) aseIajsueIouIWY

-SSE[D SSBI3)SUBI OUIWY

aseyjuAs aujorg

A\-SSE|) 2SEIBJSUBIIOUIWY

Cluster 19 (ectoine)

k
,
|
_
|

6,354,000

6,348,000 6,349,000 6,350,000 6,351,000 6,352,000 6,353,0

6,347,000

e
g
&

6,345,000

6,344,000

Cluster 21 (T3PKS, other)

asewe)def-e1ag
3SB]INP3IOPIXO SUIWE-UIAE|H

aseup ujajoid

aseup]| 3uIpRsly J10suIs
Jojendai asuodsay

$9SEYIUAS BURGINS ' BUOI|e

asepnpadtopixo apiydjns:
-aprioapnu aulplid

aseuadolpAyap uleyd Joys

0£-ews
aseld”zHo

i1auodsuen Jgy|

Joye|nfas Ajiwey yxn|

uizjoid podsuery sedng

<

7,435,000

7,430,

7,390,000 7,395,000 7,400,000 7,405,000 7,415,000 7,420,000

7,385,000

7,380,000

000

7,425,000

7,410,000

lar to existing ones.

1mi

Figure S5. Details of gene clusters which are >75% s



