Table S1. The positions of HDACS interacts with either MEF2D or SP1 via hydrogen bond.
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ARG24:HH11-GLU34:0E1
ARG24:HH21-GLU34:0E1
LYS25:HZ1-GLU77:0E1
LYS25:HZ3-GLU77:0E2
LYS53:HZ1-GLU74:0E1
LYS53:HZ3-GLU74:0E2
GLU452:0E1-ARG3:HH21
GLU459:0E2-LYS23:HZ1
GLU34:0E1-ARG24:HH11
GLU34:0E1-ARG24:HH21
GLU77:0OE1-LYS25:HZ1
GLU77:0E2-LYS25:HZ3
GLU461:0E2-LYS30:HZ1
GLU74:0E1-LYS53:HZ1
GLU74:0E2-LYS53:HZ3
ILE11:HN-LEU38:0
SER36:HG-ASNS81:0D1
GLU42:HN-PHE48:0
ALA44:HN-ILE46:0
ILE46:HN-ALA44:0
PHE48:HN-GLU42:0
HIS50:HN-ASP40:0
HIS50:HD1-CYS39:0
HIS50:HD1-ASP40:0
LYS53:HZ1-PRO75:0
LYS53:HZ2-TYR72:0H
GLN56:HN-GLU77:0
GLN56:HE21-SER78:0G
GLN56:HE22-TYR69:OH
ALA58:HN-ARG79:0
LYS68:HZ3-ASN52:0D1
TYR69:HH-ASP63:0D1
GLU77:HN-LEU54:0
ARG79:HN-GLN56:0
THR80:HG1-THR60:0
ASN81:HN-SER59:0
ASP40:0D1-ARG10:HE
LEU38:O-ILE11:HN
CYS39:0-ARG17:HE
GLU457:0-LYS23:HZ3
PHE48:0-GLU42:HN
ILE46:0-ALA44:HN
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ALA44:0-ILE46:HN
GLU42:0-PHE48:HN
ASP40:0-HIS50:HN
ASP40:0D2-HIS50:HD1
PRO75:0-LYS53:HZ1
TYR72:0H-LYS53:HZ2
GLU77:0-GLN56:HN
SER78:0G-GLN56:HE21
TYR69:OH-GLN56:HE22
ARG79:0-ALA58:HN
ASN52:0D1-LYS68:HZ3
ASP63:0D1-TYR69:HH
LEU54:0-GLU77:HN
GLN56:0-ARG79:HN
THR60:0-THR80:HG1
ALA58:0-ASN81:HN
SER59:0-ASNS81:HN
SER59:0-ASN81:HD21
ARG10:HA-VAL37:0
ARG10:HA-LEU38:0
ARG17:HD1-LEU38:0
TYR33:HA-ASN81:0D1
LEU38:HA-GLN9:0
CYS41:HA-PHE48:0
ILE43:HA-ILE46:0
LEU45:HA-ALA44:0
HIS50:HE1-CYS39:0
LYS53:HE2-PRO75:0
PHE55:HA-GLU77:0E2
PHE55:HA-GLU77:0
TYR57:-HA-ARG79:0
LYS68:HE1-ASN52:0D1
SER78:HA-GLN56:0
THR80:HA-ALA58:0
VAL37:0-ARG10:HA
LEU38:0-ARG10:HA
LEU38:0-ARG17:HD1
GLU459:0E2-LYS23:HE1
GLU465:0E1-LYS30:HE2
ASN81:0D1-TYR33:HA
GLN9:O-LEU38:HA
PHE48:0-CYS41:HA
ILE46:0-ILE43:HA
ALA44:0-LEU45:HA
GLU42:0-ILE47:HA
PRO75:0-LYS53:HE2
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GLU77:0E2-PHE55:HA
GLU77:0-PHE55:HA
ASN52:0D1-LYS68:HE1
GLN56:0-SER78:HA
ALA58:0-THR80:HA




