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Figure S1. Principal coordinates analysis (PCoA) and ruminal microbial diversity
for Holstein and Jersey cows in normal and ambient temperature. PCoA
comparison between Holstein and Jersey cows’ rumen samples collected under the
normal and ambient temperature, respectively.
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Figure S2. Venn diagram illustrating the overlapping taxonomic classification of
16S rRNA gene at the (A) family, (B) genus, and (C) Species levels for Holstein and
Jersey cows in normal and heat stress conditions.
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Figure S3. Clusters of Orthologous Groups (COG) distribution of predicted protein
domains in rumen samples associated with heat stress obtained from EggNOG
database.
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Figure S4. Variations in KEGG metabolic pathways in
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