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Table S1. Unique genes identified in the strains studied. 
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Table S2. Phenotype analysis with respect to the genotype of Pseudomonas 
aeruginosa strains. 

Class Antibiotic Related gene 

Beta-
lactam/betalactamas

e inhibitor 

Piperacillin/Tazobactam mexY, mexX, APH(3')-IIb, OpmH, 
MexB, mexM, OprM 

(Resistance:Efflux pump), OXA-
395, bcr-1 (Resistance: Beta-

lactamases), ArmR (Regulation) 

Ceftazidime/Avibactam 

Cephalosporins 

Cefazolin KPC-2, VIM-2 (Resistance: Beta-
lactamases), MexB, OprJ, MexD, 
opmE, mexN (Resistance:Efflux 

pump) 

Ceftazidime 

Cefepime 

Monobactam Aztreonam 
MuxC, MuxA (Virulence: Efflux 

pump), OpmB, MuxB 
(Resistance:Efflux pump) 

Carbapenems Meropenem 
MexB, opmE, mexN 

(Resistance:Efflux pump) 

Aminoglycosides 
Amikacin mexY, mexX, APH(3')-IIb, opmE, 

mexQ, mexN, mexP 
(Resistance:Efflux pump) Gentamicin 

Fluoroquinolones Ciprofloxacin 

MexA, MexE, OprN, MexW, MexV, 
MexC, MexF, MexI, MexB, MexG, 
mexM, OprJ, MexH, OprM, MexD, 
opmE, mexQ, mexN, mexP, MexL 
(Resistance:Efflux pump), ArmR 

(Regulation) 

Glycylcyclines Tigecycline 
MexX, mexY, OprM 

(Resistance:Efflux pump) 
Quaternary 
compounds 

Benzalkonium chloride emrE (Resistance:Efflux pump) 

nhibitor of bacterial 
protein synthesis 

Chloramphenicol 
catB7, MexI, MexB, OprM, mexQ, 

mexP, MexL (Resistance:Efflux 
pump) 



Macrolides Erythromycin 

MexB, MexG, MexI, OprJ , MexH, 
OpmB, MexD, MuxB, OprM, 

mexQ, mexP, MexL, MexK, MexJ 
(Resistencia:Bomba de eflujo), 

MuxC, MuxA (Virulence: Efflux 
pump), ArmR (Regulation) 

Polymyxins Colistin 

arnA (Resistance: Lipid A 
modification), ParS, basS 

(Resistance: Two-component 
systems) 

Sulfonamides 
Sulfamethoxazole, 

Sulfadiazine, 
Sulfisoxazole 

sul1 (Resistance: Sulfonamines) 

Antiseptic Triclosan 
TriB, TriA, TriC (Resistance:Efflux 

pump) 
 
 


