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Table S1. Oligonucleotide primers and PCR reaction profile. 

 

Target 
Gene 

Primer Sequence (5’-3’) PCR Cycles Reference 

MSC GAAACCGYGATAAGGGGA 94°C/10s, 60°C/30s,  
45 cycles 

Yu et al., 
2005 TAGCGARCATCGTTTACG 

MST TAATCCTYGARGGACCACCA 94°C/10s, 60°C/30s,  
45 cycles 

Yu et al., 
2005 CCTACGGCACCRACMAC 

mcrA GGTGGTGTMGGATTCACACARTAYGCWACAGC 95°C/30 s, 55°C/30 s, 72°C/40 
s,  

45 cycles 

Denman 
et al., 2007 TTCATTGCRTAGTTWGGRTAGTT 



 
 

 

 
Figure S1. Average values of methane production in bioreactors during anaerobic digestion substrates such as A) sewage sludge (SS) with MET, AMO, OXY, SMX 
supplementation, and control reactor (SSC), and B) cattle slurry (CS) with MET, AMO, OXY, SMX supplementation, and control reactor (CSC). 
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