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226 TGTTCTCAATGGAGAGTTCARGGAGATCAGCCTAGATGATTTCAAGGGCARATACCTGGTCCTTTTCTTTTACCC
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301 ACTAGATTTCACTTTTGTTITGCCCCACAGAGATCATCGCCTTCAGTGACARAGCCAAT GAGTTTCGTGATGTRAR
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376 CTGTCAAGTAGTTGGTGTGTCTGTGGACTCTCACTTTACCCACCTGGCCTGGACCARCACCCCARGARAGAGTGE
147 6 L 6 K I H I P L L A D L T K @ ¥V 8 R D Y G V L L
451 AGGATTAGGGARAATCCACATTCCCCTGTTGGCTGATCTCACARAGCARGTGT CCAGAGACTATGGGGTCCTGCT
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526 GGAGGGTCCTGGAATTGCTCTAAGGGETCTTTTCATTATTGATCCTART GGAGTGATCCGACACATGAGTGTARA
197 pOL B W &6 R S V E E T L R L V'K A F O F V E T H G
601 TGACCTGCCGGTTGGACGCTCTGTTGAGGARACCCTCCGTCTGETCARAGGCCTTCCAGTTTGTGGARACCCATGE
2227“7CPASWTPKSPTIKPTPDGSKEYE
676 TGAAGTCTGTCCTGCCAGCTGGACCCCARANT CACCCACGAT TAAGCCGACTCCAGAT GGCTCARAGGARTACTT
247 E K VvV N *
751 TGAGRAGGTCAACTGAaaaccctaaaactattggtactgacagatcectgeagatettggeatttaactgaaacaa
326 gtccataatccatatccaaaatccaccatttatagacttaatgtatcagtatgttagecagttaatagggagtgga
%501 atctgttttgatttatgtatttaagcectgttcaaataaaaaccgcactgttaaatttgtetetttgecatagtaca
576 tgctttctateccgaagtgcttcactetectgacataagecaaataatttgtgactetttgaataaatattgtgtaat
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Supplemental Figure S1. Sequence analysis of CiPrx3. (A) Nucleotide and deduced amino acid
sequences of CiPrx3. The nucleotide sequence (lower) and the deduced amino acid sequence
(upper) were numbered. Start codon (ATG) and the stop codon (TAA) were highlighted by
yellow color. The thioredoxin domain was colored in dark green shaded and Prx signature
motifs (FFYPLDFTFVCPTEI and GEVCPA) were in red. The conserved active cysteines were
boxed. (B) The functional domain architecture of CiPrx3 protein.



