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Abstract: Peroxiredoxin 6 (PRDX6) is an atypical member of the peroxiredoxin family that presents
not only peroxidase but also phospholipase A2 and lysophosphatidylcholine acyl transferase activities
able to act on lipid hydroperoxides of cell membranes. It has been associated with the proliferation and
invasive capacity of different tumoral cells including colorectal cancer cells, although the effect of its
removal in these cells has not been yet studied. Here, using CRISPR/Cas9 technology, we constructed
an HCT116 colorectal cancer cell line knockout for PRDX6 to study whether the mechanisms described
for other cancer cells in terms of proliferation, migration, and invasiveness also apply in this tumoral
cell line. HCT116 cells lacking PRDX6 showed increased ROS and lipid peroxidation, a decrease
in the antioxidant response regulator NRF2, mitochondrial dysfunction, and increased sensitivity
to ferroptosis. All these alterations lead to a decrease in proliferation, migration, and invasiveness
in these cells. Furthermore, the reduced migratory and invasive capacity of HCT116 cancer cells is
consistent with the observed cadherin switch and decrease in pro-invasive proteins such as MMPs.
Therefore, the mechanism behind the effects of loss of PRDX6 in HCT116 cells could differ from that
in HepG2 cells which is coherent with the fact that the correlation of PRDX6 expression with patient
survival is different in hepatocellular carcinomas. Nonetheless, our results point to this protein as a
good therapeutic target also for colorectal cancer.

Keywords: cancer; ROS; peroxiredoxin 6; lipid peroxidation; malignancy

1. Introduction

Colon cancer is the third most common cancer and the second leading cause of
cancer-related deaths worldwide according to the World Health Organization. Despite the
advances in early detection and therapeutic strategies, changes in human lifestyles and
diet due to the global economy have increased the risk of colorectal cancer, making the
development of new strategies and treatments against this disease crucial [1].

Changes in reactive oxygen species (ROS) homeostasis have been considered one of
the main triggers of cancer progression and metastasis [2,3]. Tumor cells contain a higher
amount of ROS than their normal progenitors [4]. However, the exact role of oxidative
stress in cancer malignancy has not been established, due in part to both the beneficial
and detrimental nature of ROS in tumor cells. The level of ROS-induced oxidative stress
is higher in tumor cells and, while in non-tumor cells an increase in ROS and oxidative
stress leads to induction of apoptosis, in tumor cells oxidative stress is more prone to act on
cell signaling to maintain tumor phenotypes without signs of cytotoxic effects [5,6]. This is
possibly due to an enhanced defense system based on an increase in antioxidant enzymes
that protect cells from cell death mediated by large doses of ROS. In this context, the master
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regulator of antioxidant defense, the nuclear factor erythroid 2–related factor 2 (NRF2),
is constitutively upregulated with some oncogenes triggering its activation [7,8]. NRF2
increases ROS tolerance and enhances the expression of numerous ROS scavengers such
as superoxide dismutases (SODs), glutathione peroxidases (GPxs), and peroxiredoxins
(PRDXs) [9,10].

PRDXs have been considered essential for maintaining redox homeostasis in all living
organisms since around 90% of cellular peroxides are removed as a result of their catalytic
capacity [11]. Depending on the specific PRDX family member and the cancer context,
PRDXs can either inhibit cancer development or promote cancer growth [12]. PRDXs are
characterized by the presence of a conserved Cys residue, called peroxidatic Cys, which is
essential for their catalytic mechanism. In humans, there are six different PRDXs, classified
in two subfamilies as 2-Cys (PRDX1-5) or 1-Cys (PRDX6) PRDXs based on the presence
of a second reactive Cys residue called resolutive Cys. PRDX6 is the only member of the
peroxiredoxin family with 1-Cys in its catalytic site and reduces H2O2, peroxynitrite, and
hydroperoxides [13]. Furthermore, PRDX6 is also essential for membrane turnover; this
enzyme can act on phospholipid hydroperoxides generated by lipid peroxidation [14],
hydrolyses glycerophospholipids at the sn-2 position through its calcium-independent
phospholipase A2 activity [15], and contributes to the transfer of fatty acyl CoA to the sn-2
position of lysophosphatidylcholine [16].

Besides the physiological role of PRDX6, this enzyme has been described as con-
tributing to carcinogenesis by enhancing tumor growth and increasing invasiveness and
metastasis in different tumors [17–19]. PRDX6 can favor ROS tolerance, contributing to
cancer hallmarks and preventing ROS-derived cytotoxicity [20]. Our prior studies have
shown that a lack of PRDX6 diminishes NRF2 levels in the SNU475 cell line and alters
redox proteome in the HepG2 hepatocellular carcinoma cell line leading to decreased
cell proliferation by repression of cell cycle progression [21,22]. Likewise, in the SNU-
475 cell line, PRDX6 deficiency also decreases the migratory and invasive capacities of
these cells [22]. Moreover, PRDX6, through its membrane turnover functions, can provide
a deeper ROS tolerance, avoiding lipid peroxidation, which is essential to maintaining
the proper organelle functionality and preventing ferroptosis in the presence of large
ROS [23,24]. Indeed, PRDX6 downregulation is already considered a strategy to sensitize
tumor cells to ferroptosis [24].

Despite the previous studies in hepatocarcinoma cells mentioned above, PRDX6 is a
complex protein with dual effects due to its peroxidase and phospholipase A2 activities, so
the effect of its deletion in different tumor cells cannot be extrapolated. This is reflected
in the fact that PRDX6 levels correlate differently with patient prognosis depending on
the tumor. This correlation differs for liver and colorectal tumors [25], making it relevant
and novel to study for the first time the effect of PRDX6 deficiency in the colorectal cancer
line HCT116. Thus, our results demonstrate a relevant aspect of PRDX6 in cancer cells.
Despite some differences, the anti-proliferative and anti-migratory effects of its elimination
are conserved between cancer cells suggesting that PRDX6 could be considered a key factor
in different cell lines, in which its abolition would be a good therapeutic strategy.

2. Materials and Methods

Unless otherwise specified, all reagents were of analytical grade and purchased from
Sigma-Aldrich (St. Louis, MO, USA). Cell culture dishes and flasks were from Techno
Plastic Products AG (TPP). Trypsin and fetal bovine serum were acquired from Biowest
(Nuaillé, France); McCoy’s medium was from Gibco (Grand Island, New York, NY, USA);
antibodies against N-cadherin, E-cadherin, nuclear factor erythroid 2-related factor 2
(NRF2), and proliferating cell nuclear antigen (PCNA) were from Cell Signaling (Danvers,
MA, USA); antibody anti-actin was from Santa Cruz Biotechnology (Dallas, TX, USA);
and antibody anti-PRDX6 was from MyBiosource (Cambridge, UK). Secondary antibodies
conjugated with Alexa Fluor 488 and 647 fluorophores were from Abcam (Cambridge, UK),
and Matrigel® Matrix basement membrane was from Corning (New York, NY, USA).
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2.1. Cell Lines

HCT116 (CCL-247™) standard cell line was obtained from ATCC (American Type
Culture Collection, Manassas, VA, USA), used for between 5 and 20 passages, and cultured
in McCoy´s medium (Gibco). The medium was supplemented with 10% fetal bovine serum
(FBS), 100 U/L penicillin, 100 g/mL streptomycin, and 0.25 g/mL amphotericin (Gibco).
Cells were grown in aseptic conditions at pH 7.4 in an incubator with a 5% CO2 atmosphere
and at 37 ◦C. The cell line was validated and tested for mycoplasma every three months.

2.2. Construction of an HCT116 Cell Line without Peroxiredoxin 6 (HCT116PRDX6−/−) Using the
CRISPR/Cas9 Methodology

HCT116 cell line knockout for PRDX6 was generated by applying the CRISPR/Cas9
technique twice using the same protocol and specific gRNA set-up for HepG2 and SNU475
cell lines [21,22]. A total of 6 × 104 cells/cm2 were cultured in 24 well plates and transfection
was carried out for 72 h. Then, cells were detached, and a fraction was used to calculate the
efficiency. The rest of the cells were grown individually, and the clones were analyzed for
PRDX6 by Western blot with specific antibodies.

2.3. Extracellular Flux Analysis of Mitochondrial Respiration and Glycolytic Function

Mitochondrial respiration using Agilent Seahorse XF24 Analyzer and Agilent Seahorse
XF Cell Mito Stress Test (Agilent Seahorse Bioscience, Santa Clara, CA, USA) was assayed
as previously described [21]. At 48 h before the assay, HCT116 cells were seeded at
4 × 104 cells per well in a Seahorse 24-well XF Cell Culture microplate. Mitochondrial
function was analyzed by sequential injections of the modulators oligomycin (1 µM),
carbonyl cyanide-p-trifluoromethoxyphenylhydrazone (FCCP, 0.25 µM), and rotenone/A
(0.5 µM). The oxygen consumption rate (OCR) was measured at the beginning and after
adding each modulator and the basal, ATP production-linked, maximal, proton leak-linked
OCR, spare respiratory capacity, and non-mitochondrial respiration parameters determined
following the manufacturer´s guidelines. Data were normalized to protein concentration
determined at the end of the assay.

2.4. Measurement of Enzymatic Activities, ROS, Lipid Peroxidation, Ferroptosis, and Protein

Activity of the mitochondrial complexes I/III was measured in 20 mM KPi buffer
and 0.1 mM ethylenediaminetetraacetic acid (EDTA), at pH 8.0 and containing 2 mM
potassium cyanide (KCN). After equilibration for 10 min, cytochrome c, 50 µM, was added,
and its reduction was determined at 550 nm. After that, the activity not corresponding
to complex I was assayed after adding 10 µM of rotenone [26]. Reactive oxygen species
(ROS) were measured, following the manufacturer’s instructions, using a commercial
ROS assay kit (Canvax Biotech S.L., Córdoba, Spain). Lipid peroxidation was quantified
using a thiobarbituric acid reactive substances (TBARS) assay kit (Canvax Biotech S.L.),
based on the reaction of malondialdehyde (MDA) derived from peroxidized lipids with
thiobarbituric acid (TBA). Ferroptosis was evaluated by cell viability assay using an XTT
Cell Proliferation Assay Kit (Canvax Biotech S.L.) and erastin (0–20 µM) and ferrostatin
(2 µM) as inductor and inhibitor, respectively. Protein concentration was determined using
a bicinchoninic acid (BCA) assay kit (Thermo Fisher Scientist, Waltham, MA, USA) with
bovine serum albumin (BSA) as the standard.

2.5. SDS-PAGE and Western Blotting

SDS-PAGE for the detection of specific proteins and oxidative damage was performed
in 10–15% gels. After electrophoresis, proteins were transferred to a nitrocellulose mem-
brane in a semi-dry electrophoretic transfer system (Bio-Rad Laboratories; Hercules, CA,
USA) for 45 min at 400 mA or by wet transfer for 1 h and 15 min at 120 V. Transfer
and protein load were checked by staining with Ponceau reagent. The membranes were
blocked for 1 h and incubated overnight at 4 ◦C with the corresponding dilutions of pri-
mary antibodies (1:2000, PRDX6; 1:200, glutaredoxin 1 (Grx1); 1:1000, NRF2, complex
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I, PCNA, E-cadherin and N-cadherin; and 1:4000, actin). They were then washed with
1× Tris-buffered saline, 0.1% Tween® 20 detergent (TBS-T), and incubated with the cor-
responding peroxidase-conjugated secondary antibody (1:4000 anti-rabbit, anti-goat; or
1:8000 anti-mouse). The chemiluminescent signal induced by ECL reagent (GE Healthcare)
was detected in a ChemiDoc image analyzer (Bio-Rad Laboratories; Hercules, CA, USA)
and quantified by densitometry with ImageJ software version 1.51 (National Institutes of
Health, Bethesda, MD, USA), using actin as a reference for loading normalization.

2.6. Transmission Electron Microscopy

Cells were detached, centrifuged, and fixed for 30 min in 2.5% glutaraldehyde prepared
in 0.1 mol/L phosphate buffer (pH 7.4). Then, cells were post-fixed in 1% osmium tetraoxide
in the same buffer for 30 min, dehydrated in graded ethanol, washed with propylene oxide,
embedded in Epon, and then sectioned on an ultramicrotome at 90 nm thickness. Sections
were stained with 5% uranyl acetate and 5% lead citrate and then analyzed on a JEM1400
(Japan Electron Optics Laboratory, Tokyo, Japan) transmission electron microscope at 80 kV.

2.7. Cell Proliferation and Cell Cycle Analysis

HCT116PRDX6+/+ and HCT116PRDX6−/− cells (1.5 × 104) were seeded in 24-well plates
and allowed to grow for 1–4 days. Cells were then collected and counted generating the
corresponding growth curves. Cell proliferation was also analyzed by XTT assay and
viability by colony-forming unit (CFU) assay as previously described [27]. For cell cycle
analysis, 6.5 × 105 of these cells were seeded in 6-well plates and incubated for 24 h.
After that, a 3 h pulse with bromodeoxyuridine (BrdU), 10 µM, was carried out for BrdU
incorporation, and cell proliferation was determined by flow cytometry using the APC
BrdU Flow Kit (Becton Dickinson Biosciences, Franklin Lakes, NJ, USA) and the cytometer
BD AccuriTM C6 Plus (BD Biosciences). The proportion of cells in different cycle phases
was established from 7-AAD-stained cells. Data were processed with BD Accuri™ C6 Plus
1.0.34 software (BD Biosciences).

2.8. Metalloproteinase Activity Detection Assay

Wild-type and knockout for PRDX6 HCT116 cells (3 × 105) were seeded in 6-well
plates and grown for 48 h in McCoy´s complete medium. After that, the medium was
changed, and the cells were maintained in FBS-free medium for an additional 48 h. After
that time, the cell culture medium was collected and cells were scraped in lysis buffer and
both were used for metalloproteinase activity determination (zymogram) as described [25].

2.9. Wound Healing Assay

Cell migration was evaluated by a wound scratch assay as previously described [22]
with some modifications. HCT116PRDX6+/+ or HCT116PRDX6−/− cells were seeded at a
concentration of 2 × 104 cells/well in 24-well plates. When cells reached a confluence of
90%, each well was artificially wounded by creating a scratch with a plastic pipette 100 µL
tip on the cell monolayer. Cell migration progressed for 20 h and wound closure was
measured after crystal violet staining quantifying the free-cell area.

2.10. Transwell Invasion Assay

HCT116PRDX6+/+ or HCT116PRDX6−/− cells were seeded at a density of 2.5 × 104 cells
in transwell chambers coated with Matrigel as described [22]. The cells were allowed to
invade for 24 h and after fixing and staining with crystal violet were analyzed with a Leica
optical microscope (Wetzlar, Germany).

2.11. Statistics

Statistical analysis of the data was performed using the Mann–Whitney test, unpaired
Student’s t-test, and one or two-way ANOVA, depending on the experiment design, as
detailed in the figure legends. The data are expressed as mean ± SD of at least three inde-
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pendent experiments in triplicate and the threshold for statistically significant differences
is set at a p-adjusted < 0.05 value.

3. Results
3.1. Construction of a Colon Cancer Cell Line Lacking PRDX6

The HCT116 knockout cell line for PRDX6 (HCT116PRDX6−/−) was constructed using
the same methodology and sgRNA described [21]. The cells were transfected using the
CRISPR-Cas9 technique and the efficiency was calculated obtaining a value of 0.17 and a
percentage of transformed cells of 3.54% (Figure 1A). These cells were used to carry out
a limit dilution in 96-well plates, and the individual clones analyzed for the presence of
PRDX6 by Western blot with specific anti-PRDX6 antibodies. Some clones were knocked
down for PRDX6 by 50% but none of them were knocked-out for PRDX6 meaning a
successful knockout for only one allele of prdx6 gen (Figure 1B). Thus, a second CRISPR
was performed using one of the clones with a lower expression of PRDX6 obtaining an
efficiency of 0.24 and a percentage of transformed cells close to 5% (Figure 1A). A second
limit dilution was carried out and the clones analyzed by Western blot resulting in one
of them being fully knocked-out for PRDX6 (Figure 1B). Sanger sequencing of the clone
demonstrated that disruption of the prdx6 gene was biallelic with deletions of 22 and
14 base pairs in each allele surrounding the zone complementary to the gRNA (Figure 1C).
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p-value ≤ 0.001). (C) Sequence of prdx6 gene with exon 3 underlined, gRNA in red color, primers in 
capital letters, and region containing deletions in knockout cells dark shaded. 
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The level of ROS was determined in wild-type and knockouts for PRDX6 HCT116 
cells treated with H2O2, proving to be higher in cells lacking PRDX6 and further increasing 
in the presence of H2O2 (Figure 2A). Surprisingly, as has been observed in other tumoral 
cell lines [28], the levels of the antioxidant master NRF2 (Figure 2B) and non-NRF2-
dependent antioxidant proteins such as glutaredoxin 1 (Grx1) (Figure 2C), were also lower 
in HCT116PRDX6−/− cells contributing even more to the increase in oxidative stress. The 
increase in ROS in HCT116PRDX6−/− cells was accompanied by lipid peroxidation and lower 
cell viability related to ferroptosis as evidenced by erastin sensitivity and recovery of 
viability with ferrostatin-1 (Figure 2D–F). This would explain the higher number of lipid 
droplets observed in HCT116PRDX6−/− cells by electron microscopy, which should be due to 
an attempt by these cells to avoid ferroptosis by sequestrating lipid peroxides. 

Figure 1. Construction of a stable HCT116PRDX6−/− cell line. (A) Efficiency and probability of
knockout HCT116 cells of consecutive CRISPR-Cas9 procedures. Lanes 1, 2 correspond to the original
PCR amplification product; lanes 3, 4 negative controls without endonuclease; and lanes 5, 6 cleavage
produced by endonuclease T7 in the 1st and 2nd CRISPR, respectively. (B) Analysis of clones by
Western blot normalized and relative to HCT116PRDX6+/+ (one-way ANOVA, p-value, n = 3 ** ≤ 0.01
*** p-value ≤ 0.001). (C) Sequence of prdx6 gene with exon 3 underlined, gRNA in red color, primers
in capital letters, and region containing deletions in knockout cells dark shaded.

3.2. Lack of PRDX6 in HCT116 Cells Induces Oxidative Stress and Lipid Peroxidation Sensitizing
Cells to Ferroptosis

The level of ROS was determined in wild-type and knockouts for PRDX6 HCT116
cells treated with H2O2, proving to be higher in cells lacking PRDX6 and further increas-
ing in the presence of H2O2 (Figure 2A). Surprisingly, as has been observed in other
tumoral cell lines [28], the levels of the antioxidant master NRF2 (Figure 2B) and non-NRF2-
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dependent antioxidant proteins such as glutaredoxin 1 (Grx1) (Figure 2C), were also lower
in HCT116PRDX6−/− cells contributing even more to the increase in oxidative stress. The
increase in ROS in HCT116PRDX6−/− cells was accompanied by lipid peroxidation and
lower cell viability related to ferroptosis as evidenced by erastin sensitivity and recovery of
viability with ferrostatin-1 (Figure 2D–F). This would explain the higher number of lipid
droplets observed in HCT116PRDX6−/− cells by electron microscopy, which should be due
to an attempt by these cells to avoid ferroptosis by sequestrating lipid peroxides.
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Figure 2. Role of PRDX6 on oxidative stress parameters in HCT116 cell lines. (A) ROS levels in basal
and H2O2 50 µM treated cells expressed as arbitrary fluorescence units (AFU) per million cells in
the 2′,7′ –dichlorofluorescin diacetate (DCFDA) assay. (B) Nuclear factor erythroid 2-related factor 2
(NRF2) protein levels measured by Western blot and expressed as arbitrary units (a.u.) normalized to
β-actin and relative to HCT116PRDX6+/+. (C) Glutaredoxin1 (Grx1) levels determined by Western blot
normalized and relative to HCT116PRDX6+/+, expressed as arbitrary units. (D) Lipid peroxidation
determined by thiobarbituric acid reactive substance assay (TBARS) measuring malondialdehyde
(MDA) production and normalized by protein concentration. (E) Ferroptosis measured as cell vi-
ability in HCT116PRDX6+/+ and HCT116PRDX6−/− cells treated with erastin (0, 5, 10, and 20 µM)
for 72 h; * indicates differences between erastin treated cells and # indicates differences between
HCT116PRDX6+/+ and HCT116PRDX6−/− cells. (F) Ferroptosis of cells treated with erastin in the ab-
sence or presence of ferrostatin-1 for 24 h. Black circles and grey squares are the individual values of
the different replicas of HCT116PRDX6+/+ and HCT116PRDX6−/− cells, respectively; * indicates differ-
ences between erastin/ferrostatin-1 treated cells and # indicates differences between HCT116PRDX6+/+

and HCT116PRDX6−/− cells. Student’s t-test for single comparisons and ordinary one-way ANOVA
for ferroptosis assays were performed. (N = 3, n ≥ 3, * # p-value ≤ 0.05; ** ## p-value ≤ 0.01;
*** p-value ≤ 0.001; **** #### p-value ≤ 0.0001).

3.3. Severe Impairment of Mitochondrial Function and Biogenesis Occurs in HCT116 Cells When
PRDX6 Is Removed

Given the increased oxidative stress in HCT116PRDX6−/− cells, mitochondrial function
was tested next. As expected, mitochondrial functionality was decreased in cells lacking
PRDX6. Parameters such as basal and maximum respiration, and spare respiratory capacity,
were lower in HCT116PRDX6−/− cells, decreasing by approximately 50% (Figure 3A). This
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agreed with the changes observed in the morphology of the mitochondria of these cells,
which was altered showing internal disorganization of the mitochondrial cristae (Figure 3B).
Although no differences were observed in complex I protein level (Figure 3C), the marked
decrease in complex I/III activities (Figure 3D), probably due to their susceptibility to
oxidative stress, should be behind the respiratory incapacity of HCT116PRDX6−/− cells.
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Figure 3. Mitochondrial function and structural analysis of PRDX6-deficient HCT116 cell line.
(A) Representative recording of oxygen consumption rate (OCR) during extracellular flow analysis for
the Mito Stress Test and histogram plots of the calculated non-mitochondrial (NM) O2 consumption,
basal and maximum respiratory rate, H+ proton leak, ATP production rate, and spare respiratory
capacity, all normalized for protein content. (B) Mitochondrial visualization by transmission electron
microscopy (TEM) of HCT116PRDX6+/+ and HCT116PRDX6−/−. (C) Complex I (75 KDa) protein
determination by Western blot relative to wild-type, normalized by β-actin and expressed as arbitrary
units (a.u). (D) Complex I and III enzymatic activities normalized for protein content. (N = 3, n ≥ 3,
Multiple t-test, * p-value ≤ 0.05; **** p-value ≤ 0.0001; ns not significant).

3.4. Lack of PRDX6 in HCT116 Colorectal Cancer Cells Causes Decreased Cell Proliferation
without Changes in Cell Viability

Cell proliferation determined by cell growth curves and XTT assay indicated a lower
proliferation rate of HCT116PRDX6−/− cells compared with HCT116PRDX6+/+ (Figure 4A,B).
This decrease in cell number was not due to increased apoptosis since no sign of cell death
was observed and the viability of HCT116PRDX6−/− and HCT116PRDX6+/+ cells was similar
(Figure 4C). The colony-forming unit (CFU) assay showed that although the number of
colonies did not differ, their size was markedly larger in wild-type cells, consistent with the
greater proliferation of these cells.
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using XTT assay and expressed as arbitrary units (a.u). (C) Representative colony forming units (CFU)
assay (left) and rate of colonies (right) after 10 days of cell culture. Data were obtained by colony
counting with ImageJ software version 1.51. (N = 3, n ≥ 3, t-test, * p-value ≤ 0.05; *** p-value ≤ 0.001;
ns not significant).

3.5. Absence of PRDX6 in HCT116 Cells Triggers Cell Cycle Arrest in G2/M

Proliferation was also measured as bromodeoxyuridine (BrdU) incorporation into
DNA by flow cytometry, but, in this case, the results indicate a significantly higher
amount of HCT116PRDX6−/− cells in the S phase compared to normal HCT116PRDX6+/+ cells
(Figure 5A), contrary to the decrease in cell proliferation observed in the growth curves
and XTT assay (Figure 4A,B). This can be explained by the distribution of these cells in
the different phases of the cell cycle since an arrest of HCT116PRDX6−/− cells at the G2/M
phase was observed (Figure 5A). Interestingly, the size of these cells is larger than the
normal HCT116PRDX6+/+ cells (Figure 5B), consistent with cell cycle arrest at G2/M and
less proliferation. To explain this arrest, we focused on the proliferating cell nuclear antigen
(PCNA), whose expression level and redox state have been described to be altered by the
lack of PRDX6 in other tumor cell lines [21,22]. However, the level of PCNA did not change
in HCT116PRDX6−/− cells, and it is not the cause of the cell cycle arrest in these cells.
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Figure 5. Cell cycle parameters of HCT116PRDX6+/+ and HCT116PRDX6−/− cell lines. (A) Flow cy-
tometry analysis showing the distribution of cells along the different cell cycle phases and those
undergoing apoptosis (left); the recordings of cytometer fluorescence event counts of one representa-
tive experiment are shown (right); red indicates apoptotic cells; orange, G0/G1 phase; blue, S phase;
and green, G2/M phase. (B) Cell visualization by transmission electron microscopy (TEM) (left), and
cell size determination (right), the cellular area was measured using ImageJ software. (N = 3, n ≥ 3,
multiple t-test, ** p-value ≤ 0.01; **** p-value ≤ 0.0001; ns not significant).

3.6. Colorectal Cancer Cells Lacking PRDX6 Exhibit More Epithelial Features, Leading to a
Reduced Capacity for Migration and Invasion

To determine the effect of PRDX6 deficiency not only in proliferation but also on
the metastatic capacity of HCT116 cells, parameters related to epithelial–mesenchymal
transition (EMT), and the migratory and invasive capacity of these cells were evaluated.
Metalloproteinases (MMPs) play a key role in tumor angiogenesis and metastasis. There-
fore, we determined how MMP2 and MMP9 were affected when PRDX6 was removed.
Both MMP2 and MMP9 showed a lower secretion into the culture medium, which may
be related to reduced migration and invasion capacity (Figure 6A). As epithelial and mes-
enchymal markers, E-cadherin and N-cadherin levels were analyzed. E-cadherin showed
no difference between HCT116PRDX6−/− and HCT116PRDX6+/+ cells. However, N-cadherin
was not detected in HCT116PRDX6−/− cells, indicating a more epithelial phenotype of these
cells when PRDX6 is removed (Figure 6B). Finally, migration and invasion were analyzed.
HCT116PRDX6−/− cells were less able to migrate, as can be observed by the reduced ability
to close the gap in the wound healing assay (Figure 6C), and to invade; the invasion assay
showed a decrease in the number of cells passing from an upper to a lower chamber when
PRDX6 was absent (Figure 6D). All these findings suggest a role of PRDX6 in HCT116
dedifferentiation characterized by high levels of N-cadherin and increased levels and ac-
tivity of metalloproteinases which could contribute to the metastatic features of colorectal
cancer cells.
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Figure 6. Epithelial–mesenchymal transition (EMT), migration, and invasiveness of HCT116PRDX6+/+

and HCT116PRDX6−/− tumor cells. (A) Enzymatic activity of pro-MMP9 (92 kDa), MMP9 (82 kDa),
and MMP2 (64 kDa) on a gel containing 0.08% gelatin; each lane represents 20 µg of protein from
medium (extracellular) of both cell lines. (B) E-cadherin and N-cadherin levels determined by Western
blot relative to wild-type cells and normalized by β-actin. (C) Representative wound healing assay
with cells visualized after 20 h of making the gap (left) and quantitation of the gap closure index (GCI)
(right). (D) Representative Matrigel® transwell cell invasion assay using the same number of cells at
time 0 and the endpoint at 24 h, showing fixed and stained translocated invasive cells. Bright-field
images under 10× magnification were taken and the number of cells quantified. (N = 3, n ≥ 3, t-test,
* p-value ≤ 0.05; ** p-value ≤ 0.01; *** p-value ≤ 0.001; ns not significant). (MMP9: metalloproteinase
9; MMP2: metalloproteinase 2).

4. Discussion

Peroxiredoxins (PRDXs) are multifunctional enzymes upregulated in cancer cells that
act to enhance tumor growth, metastasis, and drug resistance [29]. Thus, the downregu-
lation of peroxiredoxin activities through inhibitors or knocking down their expression
has been considered a promising strategy for cancer treatment. However, this strategy can
cause undesirable side effects, as shown by the fact that animal models lacking PRDXs (1-5)
present anomalies such as severe anemia, insulin resistance, testicular atrophy, steatosis,
and, in the case of PRDX1, cancer development and a shortened life span [30]. Nevertheless,
animal models with knockout for PRDX6 are viable, fertile, and show no morphological
defects. In addition, deletion of PRDX6 in hepatocarcinoma lines did not increase the
remaining PRDXs [21,22] in what could be a compensatory mechanism. Therefore, PRDX6
could be the better choice as a target within the family of PRDXs since its removal may affect
tumor cells with a minimal effect on normal ones. The effect of PRDX6 loss has been studied
in two tumoral hepatocarcinoma cell lines [21,22] with different degrees of differentiation,
HepG2 and SNU475, but, still, it is unknown whether it can be extrapolated to other tumors
including human colorectal carcinoma. For this purpose, we constructed a monoclonal
colon cancer cell line HCT116 knockout for PRDX6 using CRISPR-Cas9 technology that
generated deletions in both alleles of prdx6 gen. As expected, PRDX6 removal increased
reactive oxygen species (ROS) probably due to the loss of its peroxidase activity and the
decreased expression of the transcription factor nuclear factor erythroid 2-related factor 2
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(NRF2) and the NRF2-independent antioxidant protein glutaredoxin1 (Grx1), in agreement
with previous observations made in hepatocellular carcinoma cell lines [21,22]. Increased
ROS leads to lipid peroxidation in PRDX6 knockout cells. PRDX6 has a crucial role in the
reversion of lipid peroxidation under mild–moderate oxidative stress, contributing to the
repair of peroxidized cell membranes. Thus, phospholipid hydroperoxides are reduced
by PRDX6 through its peroxidase activity or removed by hydrolysis and re-acylation with
a fatty acyl CoA through its phospholipase A2 (PLA2) and lysophosphatidylcholine acyl
transferase activities [14,15], and a lack of PRDX6 may lead to altered levels of lipids in-
volved in signaling pathways and to an increase in lipid peroxidation. Lipid peroxidation
has been described as the main trigger of ferroptosis, an iron-dependent mechanism of
non-apoptotic cell death [31]. Our results indicate an increased susceptibility of HCT116
knockout cells to erastin-induced ferroptosis, which was reversed by ferrostatin-1 treatment.
Several studies have identified PRDX6 as a negative regulator of ferroptosis. The silencing
of PRDX6 in epithelial and tumor cell lines such as H1299, A549, and 293FT and lung
cancer cells significantly enhanced ferroptosis induced by erastin. At the same time, its
upregulation in podocytes prevents ferroptosis and renal glomerular damage [24,32,33].
Induction of ferroptosis has been considered an effective strategy for tumor therapy [34],
hence, PRDX6 silencing might be a good therapeutic option to enhance ferroptosis and
diminish the viability of colon cancer cells.

It has been well documented that PRDX6 protects against mitochondrial dysfunc-
tion by alleviating the loss of mitochondrial membrane potential in several patholo-
gies [21–23,35]. PRDX6 is also the only member of the PRDX family that translocates to
damaged mitochondria [36]. Therefore, it is not surprising that HCT116PRDX6−/− showed
a decreased respiration rate and a diminished respiratory capacity, disruption of mitochon-
drial membranes, and inactivity of mitochondrial complexes I/III. Loss of both peroxidase
and PLA2 activities of PRDX6 may contribute to mitochondrial damage through increased
ROS with damage of mitochondrial components and failure to repair cell membranes
subjected to phospholipid peroxidation [37].

The lack of PRDX6 also resulted in reduced cell proliferation and cell cycle arrest, as
has been described in other tumoral and non-tumoral cell lines [21,22,38]. A decrease in
PLA2 levels of PRDX6 can lead to altered levels of lipids and related downstream signaling
pathways, while a decrease in peroxidase activity can produce redox changes in key pro-
teins. Lipid metabolism is widely altered in cancer cells that present increased lipogenesis,
fatty acid uptake, and fatty acid oxidation for membrane synthesis, energy production,
and signaling that support cell proliferation. However, dysregulated lipid metabolism
with an increase in lipid saturation and oxidation can lead to apoptotic and ferroptotic cell
death, respectively [39,40]. Likewise, the proliferation, invasion, and metastatic capacity of
tumor cells are highly regulated and dependent on their protein redox state [41]. Among
the cell cycle-related proteins that modified their expression in the absence of PRDX6 we
found proliferating cell nuclear antigen (PCNA). PCNA is an essential factor in cell cycle
progression with high expression in cancer cells [42]. Reduced levels of this protein have
been related to a decrease in the proliferative, migratory, and invasive capacities of lung
and prostate cancer cells [43,44]. A decrease in PCNA activity has also been associated with
cell cycle arrest at S and G2/M phases [45] in hepatocarcinoma cell lines. The arrest could
be generated by a decrease in the level of the protein and oxidation of critical amino acid
residues [21,22]. HCT116PRDX6−/− cells showed no change in PCNA levels but a study of
PCNA oxidation state should be conducted to elucidate the possible relationship of this
protein redox regulation [21] to cell cycle arrest at the G2/M phase, which could explain
the significantly larger size of these cells. Cell cycle arrest could also be favored by the
absence of PRDX6 phospholipase A2 activity and the associated changes produced on cell
lipids. We observed a huge increase in lipid droplets in cells lacking PRDX6. Lipid droplet
formation in cell cycle-arrested cells has been described as a mechanism to sequestrate lipid
peroxides and polyunsaturated fatty acids protecting these cells from ferroptosis [46].
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One of the main limitations of PRDX6 deletion is that although it reduces proliferation
through cell cycle arrest, it does not seem to affect the viability of tumor cells. However, it
has been described that PRDX6 is associated with resistance to chemotherapy [12], so an
effective way of reducing viability may be to use chemotherapy coupled with the removal
of this protein.

Changes in the lipid content of cancer cells are also related to their invasion and
metastatic capacity [47]. These changes may be mediated by both PLA2 and peroxidase ac-
tivities of PRDX6. Several studies indicate that overexpression of PRDX6 induces migration
and invasion and promotes EMT transition while its silencing inhibits them [22,25,48–51].
We observed that complete removal of PRDX6 markedly decreased the migration and
invasiveness of HCT116 cells and that this was accompanied by diminished secretion of
metalloproteinases and a total absence of N-cadherin pointing to a more epithelial pheno-
type in these cells which agrees with previous studies. This may be due to alterations in
signaling pathways such as phosphatidylinositol 3-kinase/protein kinase B (PI3K/Akt),
p38 and extracellular signal-regulated kinases 1/2 (Erk1/2) [48,49,52], and the rearrange-
ment of the cell membranes due to lipid alteration, causing changes in the cytoskeleton,
size, motility, and metalloproteinases secretion of HCT116PRDX6−/− cells as described for
the mesenchymal hepatocarcinoma cell line SNU475 [22].

In summary, the absence of PRDX6 in colon cancer cells increases ROS and oxidative
damage in the form of lipid peroxides. The increase in lipid peroxidation and the alteration
of the lipid content of HCT116PRDX6−/− cells due to the loss of both peroxidase and
PLA2 activities leads to a greater susceptibility to ferroptosis, cell membrane damage,
mitochondrial dysfunction, and cell cycle arrest, which are exacerbated by decreased
expression of proteins such as NRF2 and Grx1. This results in reduced proliferation,
migration, and invasion of HCT116PRDX6−/− cells as occurs in other tumor cells thus
confirming PRDX6 as a general target for the treatment of these malignancies. The challenge
is to block Prdx6 expression in tumor cells without affecting normal cells. Fortunately, gene
silencing and genetic engineering techniques are progressing enormously [53], and new
targeted therapy tools are being developed to treat cancer, which will surely allow us to
achieve this goal in the near future.

Author Contributions: Conceptualization, C.A.P. and R.R.-A.; methodology, D.J.L., C.A.P. and
R.R.-A.; software, D.J.L., A.M.M.-O., A.O.-O., C.A.-P., C.A.P. and R.R.-A.; validation, C.A.P., J.A.B.
and R.R.-A.; formal analysis, D.J.L., A.M.M.-O., C.A.P., J.A.B. and R.R.-A.; investigation, D.J.L.,
A.M.M.-O., A.O.-O., C.A.-P., Á.O.-A. and C.P.-C.; resources, D.J.L., A.M.M.-O., A.O.-O., C.A.-P., C.A.P.
and R.R.-A.; data curation, C.A.P., J.A.B. and R.R.-A.; writing original draft preparation, D.J.L. and
A.M.M.-O.; writing-review and editing, C.A.P., J.A.B. and R.R.-A.; visualization R.R.-A.; supervision
C.A.P. and R.R.-A.; project administration C.A.P.; funding adquisition, Á.O.-A., C.P.-C., C.A.P. and
R.R.-A. All authors have read and agreed to the published version of the manuscript.

Funding: This work was supported by grants from the Andalusian Government (Consejería de
Economía, Innovación, Ciencia y Empleo, BIO-0216 and Grant PY20_00423). Á.O.-A. and C.P.-C. are
beneficiaries of a predoctoral fellowship Mod. 6.2-2018 and 6.2-2023 from the University of Córdoba.

Institutional Review Board Statement: Not applicable.

Data Availability Statement: Data sharing does not apply to this article as no datasets were generated
or analysed during the current study. However, data corresponding to figures and replicates of the
experiments shown in the article (e.g., Western blots) will be available as requested.

Conflicts of Interest: The authors declare no potential conflicts of interest.

References
1. He, Y.C.; Hao, Z.N.; Li, Z.; Gao, D.W. Nanomedicine-based multimodal therapies: Recent progress and perspectives in colon

cancer. World J. Gastroenterol. 2023, 29, 670–681. [CrossRef] [PubMed]
2. Panieri, E.; Santoro, M.M. ROS homeostasis and metabolism: A dangerous liason in cancer cells. Cell Death Dis. 2016, 7, e2253.

[CrossRef] [PubMed]

https://doi.org/10.3748/wjg.v29.i4.670
https://www.ncbi.nlm.nih.gov/pubmed/36742173
https://doi.org/10.1038/cddis.2016.105
https://www.ncbi.nlm.nih.gov/pubmed/27277675


Antioxidants 2024, 13, 881 13 of 14

3. Szatrowski, T.P.; Nathan, C.F. Production of large amounts of hydrogen peroxide by human tumor cells. Cancer Res. 1991, 51,
794–798. [PubMed]

4. Reczek, C.R.; Chandel, N.S. The Two Faces of Reactive Oxygen Species in Cancer. Annu. Rev. Cancer Biol. 2017, 1, 79–98.
[CrossRef]

5. Hayes, J.D.; Dinkova-Kostova, A.T.; Tew, K.D. Oxidative Stress in Cancer. Cancer Cell 2020, 38, 167–197. [CrossRef]
6. Barrera, G. Oxidative stress and lipid peroxidation products in cancer progression and therapy. ISRN Oncol. 2012, 2012, 137289.

[CrossRef] [PubMed]
7. Rojo de la Vega, M.; Chapman, E.; Zhang, D.D. NRF2 and the Hallmarks of Cancer. Cancer Cell 2018, 34, 21–43. [CrossRef]

[PubMed]
8. Wu, S.; Lu, H.; Bai, Y. Nrf2 in cancers: A double-edged sword. Cancer Med. 2019, 8, 2252–2267. [CrossRef]
9. Hayes, J.D.; McMahon, M. NRF2 and KEAP1 mutations: Permanent activation of an adaptive response in cancer. Trends Biochem.

Sci. 2009, 34, 176–188. [CrossRef]
10. Chowdhury, I.; Mo, Y.; Gao, L.; Kazi, A.; Fisher, A.B.; Feinstein, S.I. Oxidant stress stimulates expression of the human

peroxiredoxin 6 gene by a transcriptional mechanism involving an antioxidant response element. Free Radic. Biol. Med. 2009, 46,
146–153. [CrossRef]

11. Cao, Z.; Lindsay, J.G. The Peroxiredoxin Family: An Unfolding Story. Subcell Biochem. 2017, 83, 127–147. [CrossRef] [PubMed]
12. Liu, Y.; Wang, P.; Hu, W.; Chen, D. New insights into the roles of peroxiredoxins in cancer. Biomed. Pharmacother. 2023, 164, 114896.

[CrossRef] [PubMed]
13. Fisher, A.B. Antioxidants Special Issue: Peroxiredoxin 6 as a Unique Member of the Peroxiredoxin Family. Antioxidants 2019,

8, 107. [CrossRef] [PubMed]
14. Fisher, A.B. Peroxiredoxin 6 in the repair of peroxidized cell membranes and cell signaling. Arch. Biochem. Biophys. 2017, 617,

68–83. [CrossRef] [PubMed]
15. Fisher, A.B. The phospholipase A(2) activity of peroxiredoxin 6. J. Lipid Res. 2018, 59, 1132–1147. [CrossRef]
16. Fisher, A.B.; Dodia, C.; Sorokina, E.M.; Li, H.; Zhou, S.; Raabe, T.; Feinstein, S.I. A novel lysophosphatidylcholine acyl transferase

activity is expressed by peroxiredoxin 6. J. Lipid Res. 2016, 57, 587–596. [CrossRef] [PubMed]
17. Ho, J.N.; Lee, S.B.; Lee, S.S.; Yoon, S.H.; Kang, G.Y.; Hwang, S.G.; Um, H.D. Phospholipase A2 activity of peroxiredoxin 6

promotes invasion and metastasis of lung cancer cells. Mol. Cancer Ther. 2010, 9, 825–832. [CrossRef]
18. Hu, X.; Lu, E.; Pan, C.; Xu, Y.; Zhu, X. Overexpression and biological function of PRDX6 in human cervical cancer. J. Cancer 2020,

11, 2390–2400. [CrossRef]
19. Yun, H.M.; Park, K.R.; Lee, H.P.; Lee, D.H.; Jo, M.; Shin, D.H.; Yoon, D.Y.; Han, S.B.; Hong, J.T. PRDX6 promotes lung tumor

progression via its GPx and iPLA2 activities. Free Radic. Biol. Med. 2014, 69, 367–376. [CrossRef]
20. Hampton, M.B.; Vick, K.A.; Skoko, J.J.; Neumann, C.A. Peroxiredoxin Involvement in the Initiation and Progression of Human

Cancer. Antioxid. Redox Signal. 2018, 28, 591–608. [CrossRef]
21. Lopez-Grueso, M.J.; Lagal, D.J.; Garcia-Jimenez, A.F.; Tarradas, R.M.; Carmona-Hidalgo, B.; Peinado, J.; Requejo-Aguilar, R.;

Barcena, J.A.; Padilla, C.A. Knockout of PRDX6 induces mitochondrial dysfunction and cell cycle arrest at G2/M in HepG2
hepatocarcinoma cells. Redox Biol. 2020, 37, 101737. [CrossRef] [PubMed]

22. Lagal, D.J.; Lopez-Grueso, M.J.; Pedrajas, J.R.; Leto, T.L.; Barcena, J.A.; Requejo-Aguilar, R.; Padilla, C.A. Loss of PRDX6 Aborts
Proliferative and Migratory Signaling in Hepatocarcinoma Cell Lines. Antioxidants 2023, 12, 1153. [CrossRef] [PubMed]

23. Arevalo, J.A.; Vazquez-Medina, J.P. The Role of Peroxiredoxin 6 in Cell Signaling. Antioxidants 2018, 7, 172. [CrossRef] [PubMed]
24. Lu, B.; Chen, X.B.; Hong, Y.C.; Zhu, H.; He, Q.J.; Yang, B.; Ying, M.D.; Cao, J. Identification of PRDX6 as a regulator of ferroptosis.

Acta Pharmacol. Sin. 2019, 40, 1334–1342. [CrossRef]
25. Lagal, D.J.; Barcena, J.A.; Requejo-Aguilar, R.; Padilla, C.A.; Leto, T.L. NOX1 and PRDX6 synergistically support migration and

invasiveness of hepatocellular carcinoma cells through enhanced NADPH oxidase activity. Adv. Redox Res. 2023, 9, 100080.
[CrossRef] [PubMed]

26. Hatefi, Y.; Rieske, J.S. Preparation and properties of DPNH-coenzyme Q reductase (complex I of the respiratory chain). Methods
Enzymol. 1967, 10, 235–239.

27. Crowley, L.C.; Christensen, M.E.; Waterhouse, N.J. Measuring Survival of Adherent Cells with the Colony-Forming Assay. Cold
Spring Harb. Protoc. 2016, 2016, pdb-prot087171. [CrossRef]

28. Pouremamali, F.; Pouremamali, A.; Dadashpour, M.; Soozangar, N.; Jeddi, F. An update of Nrf2 activators and inhibitors in cancer
prevention/promotion. Cell Commun. Signal. 2022, 20, 100. [CrossRef] [PubMed]

29. Wu, M.; Deng, C.; Lo, T.H.; Chan, K.Y.; Li, X.; Wong, C.M. Peroxiredoxin, Senescence, and Cancer. Cells 2022, 11, 1772. [CrossRef]
30. Lee, Y.J. Knockout Mouse Models for Peroxiredoxins. Antioxidants 2020, 9, 182. [CrossRef]
31. Dixon, S.J.; Lemberg, K.M.; Lamprecht, M.R.; Skouta, R.; Zaitsev, E.M.; Gleason, C.E.; Patel, D.N.; Bauer, A.J.; Cantley, A.M.; Yang,

W.S.; et al. Ferroptosis: An iron-dependent form of nonapoptotic cell death. Cell 2012, 149, 1060–1072. [CrossRef] [PubMed]
32. Yang, L.; Fan, X.; Zhou, C.; Wang, Z.; Cui, Z.; Wu, X.; Xu, Z.; Yang, J.; Zhang, X. Construction and validation of a novel

ferroptosis-related prognostic signature for lung adenocarcinoma. Transl. Lung Cancer Res. 2023, 12, 1766–1781. [CrossRef]
[PubMed]

33. Zhang, Q.; Hu, Y.; Hu, J.E.; Ding, Y.; Shen, Y.; Xu, H.; Chen, H.; Wu, N. Sp1-mediated upregulation of Prdx6 expression prevents
podocyte injury in diabetic nephropathy via mitigation of oxidative stress and ferroptosis. Life Sci. 2021, 278, 119529. [CrossRef]

https://www.ncbi.nlm.nih.gov/pubmed/1846317
https://doi.org/10.1146/annurev-cancerbio-041916-065808
https://doi.org/10.1016/j.ccell.2020.06.001
https://doi.org/10.5402/2012/137289
https://www.ncbi.nlm.nih.gov/pubmed/23119185
https://doi.org/10.1016/j.ccell.2018.03.022
https://www.ncbi.nlm.nih.gov/pubmed/29731393
https://doi.org/10.1002/cam4.2101
https://doi.org/10.1016/j.tibs.2008.12.008
https://doi.org/10.1016/j.freeradbiomed.2008.09.027
https://doi.org/10.1007/978-3-319-46503-6_5
https://www.ncbi.nlm.nih.gov/pubmed/28271475
https://doi.org/10.1016/j.biopha.2023.114896
https://www.ncbi.nlm.nih.gov/pubmed/37210897
https://doi.org/10.3390/antiox8040107
https://www.ncbi.nlm.nih.gov/pubmed/31010116
https://doi.org/10.1016/j.abb.2016.12.003
https://www.ncbi.nlm.nih.gov/pubmed/27932289
https://doi.org/10.1194/jlr.R082578
https://doi.org/10.1194/jlr.M064758
https://www.ncbi.nlm.nih.gov/pubmed/26830860
https://doi.org/10.1158/1535-7163.MCT-09-0904
https://doi.org/10.7150/jca.39892
https://doi.org/10.1016/j.freeradbiomed.2014.02.001
https://doi.org/10.1089/ars.2017.7422
https://doi.org/10.1016/j.redox.2020.101737
https://www.ncbi.nlm.nih.gov/pubmed/33035814
https://doi.org/10.3390/antiox12061153
https://www.ncbi.nlm.nih.gov/pubmed/37371884
https://doi.org/10.3390/antiox7120172
https://www.ncbi.nlm.nih.gov/pubmed/30477202
https://doi.org/10.1038/s41401-019-0233-9
https://doi.org/10.1016/j.arres.2023.100080
https://www.ncbi.nlm.nih.gov/pubmed/37900981
https://doi.org/10.1101/pdb.prot087171
https://doi.org/10.1186/s12964-022-00906-3
https://www.ncbi.nlm.nih.gov/pubmed/35773670
https://doi.org/10.3390/cells11111772
https://doi.org/10.3390/antiox9020182
https://doi.org/10.1016/j.cell.2012.03.042
https://www.ncbi.nlm.nih.gov/pubmed/22632970
https://doi.org/10.21037/tlcr-23-351
https://www.ncbi.nlm.nih.gov/pubmed/37691861
https://doi.org/10.1016/j.lfs.2021.119529


Antioxidants 2024, 13, 881 14 of 14

34. Chen, Z.; Wang, W.; Abdul Razak, S.R.; Han, T.; Ahmad, N.H.; Li, X. Ferroptosis as a potential target for cancer therapy. Cell
Death Dis. 2023, 14, 460. [CrossRef] [PubMed]

35. Lee, D.H.; Jung, Y.Y.; Park, M.H.; Jo, M.R.; Han, S.B.; Yoon, D.Y.; Roh, Y.S.; Hong, J.T. Peroxiredoxin 6 Confers Protection Against
Nonalcoholic Fatty Liver Disease Through Maintaining Mitochondrial Function. Antioxid. Redox Signal. 2019, 31, 387–402.
[CrossRef] [PubMed]

36. Ma, S.; Zhang, X.; Zheng, L.; Li, Z.; Zhao, X.; Lai, W.; Shen, H.; Lv, J.; Yang, G.; Wang, Q.; et al. Peroxiredoxin 6 Is a Crucial Factor
in the Initial Step of Mitochondrial Clearance and Is Upstream of the PINK1-Parkin Pathway. Antioxid. Redox Signal. 2016, 24,
486–501. [CrossRef] [PubMed]

37. Fisher, A.B.; Vasquez-Medina, J.P.; Dodia, C.; Sorokina, E.M.; Tao, J.Q.; Feinstein, S.I. Peroxiredoxin 6 phospholipid hydroperoxi-
dase activity in the repair of peroxidized cell membranes. Redox Biol. 2018, 14, 41–46. [CrossRef] [PubMed]

38. Kim, S.Y.; Chun, E.; Lee, K.Y. Phospholipase A(2) of peroxiredoxin 6 has a critical role in tumor necrosis factor-induced apoptosis.
Cell Death Differ. 2011, 18, 1573–1583. [CrossRef] [PubMed]

39. Broadfield, L.A.; Pane, A.A.; Talebi, A.; Swinnen, J.V.; Fendt, S.M. Lipid metabolism in cancer: New perspectives and emerging
mechanisms. Dev. Cell 2021, 56, 1363–1393. [CrossRef]

40. Li, D.; Li, Y. The interaction between ferroptosis and lipid metabolism in cancer. Signal. Transduct. Target Ther. 2020, 5, 108.
[CrossRef]

41. Lee, B.W.L.; Ghode, P.; Ong, D.S.T. Redox regulation of cell state and fate. Redox Biol. 2019, 25, 101056. [CrossRef] [PubMed]
42. Cardano, M.; Tribioli, C.; Prosperi, E. Targeting Proliferating Cell Nuclear Antigen (PCNA) as an Effective Strategy to Inhibit

Tumor Cell Proliferation. Curr. Cancer Drug Targets 2020, 20, 240–252. [CrossRef] [PubMed]
43. Li, P.; Wang, Q.; Wang, H. MicroRNA-204 inhibits the proliferation, migration and invasion of human lung cancer cells by

targeting PCNA-1 and inhibits tumor growth in vivo. Int. J. Mol. Med. 2019, 43, 1149–1156. [CrossRef] [PubMed]
44. Xu, Y.; Chen, B.; Zheng, S.; Wen, Y.; Xu, A.; Xu, K.; Li, B.; Liu, C. IgG silencing induces apoptosis and suppresses proliferation,

migration and invasion in LNCaP prostate cancer cells. Cell. Mol. Biol. Lett. 2016, 21, 27. [CrossRef]
45. Cayrol, C.; Knibiehler, M.; Ducommun, B. p21 binding to PCNA causes G1 and G2 cell cycle arrest in p53-deficient cells. Oncogene

1998, 16, 311–320. [CrossRef] [PubMed]
46. Lee, H.; Horbath, A.; Kondiparthi, L.; Meena, J.K.; Lei, G.; Dasgupta, S.; Liu, X.; Zhuang, L.; Koppula, P.; Li, M.; et al. Cell cycle

arrest induces lipid droplet formation and confers ferroptosis resistance. Nat. Commun. 2024, 15, 79. [CrossRef] [PubMed]
47. Martin-Perez, M.; Urdiroz-Urricelqui, U.; Bigas, C.; Benitah, S.A. The role of lipids in cancer progression and metastasis. Cell

Metab. 2022, 34, 1675–1699. [CrossRef] [PubMed]
48. Chae, U.; Kim, B.; Kim, H.; Park, Y.H.; Lee, S.H.; Kim, S.U.; Lee, D.S. Peroxiredoxin-6 regulates p38-mediated epithelial-

mesenchymal transition in HCT116 colon cancer cells. J. Biol. Res. 2021, 28, 22. [CrossRef] [PubMed]
49. Huang, W.S.; Huang, C.Y.; Hsieh, M.C.; Kuo, Y.H.; Tung, S.Y.; Shen, C.H.; Hsieh, Y.Y.; Teng, C.C.; Lee, K.C.; Lee, K.F.; et al.

Expression of PRDX6 Correlates with Migration and Invasiveness of Colorectal Cancer Cells. Cell. Physiol. Biochem. 2018, 51,
2616–2630. [CrossRef]

50. Li, H.; Zhang, D.; Li, B.; Zhen, H.; Chen, W.; Men, Q. PRDX6 Overexpression Promotes Proliferation, Invasion, and Migration of
A549 Cells in vitro and in vivo. Cancer Manag. Res. 2021, 13, 1245–1255. [CrossRef]

51. Mu, R.; Li, Y.; Xing, J.; Li, Y.; Lin, R.; Ye, S.; Zhang, Y.; Mu, H.; Guo, X.; An, L. Effect of lentivirus-mediated peroxiredoxins 6 gene
silencing on the phenotype of human gastric cancer BGC-823 cells. J. Cancer Res. Ther. 2022, 18, 411–417. [CrossRef] [PubMed]

52. He, Y.; Xu, W.; Xiao, Y.; Pan, L.; Chen, G.; Tang, Y.; Zhou, J.; Wu, J.; Zhu, W.; Zhang, S.; et al. Overexpression of Peroxiredoxin 6
(PRDX6) Promotes the Aggressive Phenotypes of Esophageal Squamous Cell Carcinoma. J. Cancer 2018, 9, 3939–3949. [CrossRef]
[PubMed]

53. Cappelluti, M.A.; Mollica Poeta, V.; Valsoni, S.; Quarato, P.; Merlin, S.; Merelli, I.; Lombardo, A. Durable and efficient gene
silencing in vivo by hit-and-run epigenome editing. Nature 2024, 627, 416–423. [CrossRef] [PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1038/s41419-023-05930-w
https://www.ncbi.nlm.nih.gov/pubmed/37488128
https://doi.org/10.1089/ars.2018.7544
https://www.ncbi.nlm.nih.gov/pubmed/31007045
https://doi.org/10.1089/ars.2015.6336
https://www.ncbi.nlm.nih.gov/pubmed/26560306
https://doi.org/10.1016/j.redox.2017.08.008
https://www.ncbi.nlm.nih.gov/pubmed/28865296
https://doi.org/10.1038/cdd.2011.21
https://www.ncbi.nlm.nih.gov/pubmed/21415860
https://doi.org/10.1016/j.devcel.2021.04.013
https://doi.org/10.1038/s41392-020-00216-5
https://doi.org/10.1016/j.redox.2018.11.014
https://www.ncbi.nlm.nih.gov/pubmed/30509603
https://doi.org/10.2174/1568009620666200115162814
https://www.ncbi.nlm.nih.gov/pubmed/31951183
https://doi.org/10.3892/ijmm.2018.4044
https://www.ncbi.nlm.nih.gov/pubmed/30628638
https://doi.org/10.1186/s11658-016-0029-6
https://doi.org/10.1038/sj.onc.1201543
https://www.ncbi.nlm.nih.gov/pubmed/9467956
https://doi.org/10.1038/s41467-023-44412-7
https://www.ncbi.nlm.nih.gov/pubmed/38167301
https://doi.org/10.1016/j.cmet.2022.09.023
https://www.ncbi.nlm.nih.gov/pubmed/36261043
https://doi.org/10.1186/s40709-021-00153-6
https://www.ncbi.nlm.nih.gov/pubmed/34814951
https://doi.org/10.1159/000495934
https://doi.org/10.2147/CMAR.S284195
https://doi.org/10.4103/jcrt.jcrt_1083_21
https://www.ncbi.nlm.nih.gov/pubmed/35645108
https://doi.org/10.7150/jca.26041
https://www.ncbi.nlm.nih.gov/pubmed/30410598
https://doi.org/10.1038/s41586-024-07087-8
https://www.ncbi.nlm.nih.gov/pubmed/38418872

	Introduction 
	Materials and Methods 
	Cell Lines 
	Construction of an HCT116 Cell Line without Peroxiredoxin 6 (HCT116PRDX6-/-) Using the CRISPR/Cas9 Methodology 
	Extracellular Flux Analysis of Mitochondrial Respiration and Glycolytic Function 
	Measurement of Enzymatic Activities, ROS, Lipid Peroxidation, Ferroptosis, and Protein 
	SDS-PAGE and Western Blotting 
	Transmission Electron Microscopy 
	Cell Proliferation and Cell Cycle Analysis 
	Metalloproteinase Activity Detection Assay 
	Wound Healing Assay 
	Transwell Invasion Assay 
	Statistics 

	Results 
	Construction of a Colon Cancer Cell Line Lacking PRDX6 
	Lack of PRDX6 in HCT116 Cells Induces Oxidative Stress and Lipid Peroxidation Sensitizing Cells to Ferroptosis 
	Severe Impairment of Mitochondrial Function and Biogenesis Occurs in HCT116 Cells When PRDX6 Is Removed 
	Lack of PRDX6 in HCT116 Colorectal Cancer Cells Causes Decreased Cell Proliferation without Changes in Cell Viability 
	Absence of PRDX6 in HCT116 Cells Triggers Cell Cycle Arrest in G2/M 
	Colorectal Cancer Cells Lacking PRDX6 Exhibit More Epithelial Features, Leading to a Reduced Capacity for Migration and Invasion 

	Discussion 
	References

