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Figure S1. Size distribution of NPG nanoparticles measured by DLS on a Vasco Flex 

(using Sparse Bayesian Learning algorithm) showing the hydrodynamic size for overall 

nanoparticles in the dispersion (A), and the size distribution for each NPG batch 

presented with a different colour (B). 

 

 

 

 
 

Figure S2. Size distribution of PSC nanoparticles measured by DLS on a Vasco Flex 

(using Sparse Bayesian Learning algorithm) showing the hydrodynamic size for 

overall nanoparticles in the dispersion (A), and the size distribution for each PSC 

batch (B). 

  



 

 

 
 

Figure S3. Comparisons of I. alatus biometric parameters after one week exposure (n 

= 4 ± sd). Fresh tissues weight in g (A), shell length in cm (B), and Condition Index 

(C). 



Table S1. Primers used for quantifying gene expression by qPCR.  

Genes of 

interest 

Full gene names 

Forward (F) Reverse (R) primers 

Associated cell 

functions 

 

β-actine* 

 

Actin beta  
F : AACGAGCGATTCAGATGTCC 

R : CGATTCCTGGGTACATGGTT 

 

Microfilaments 

rpl7* 

 

Ribosomal protein L7 
F : CCCAGGAAGGTCATGCAGTT 

R : TCCCAGAGCCTTCTCGATGA 

 

 

Ribosomal sub-unit 

cav 

 

Caveolin 
F : CGTCGAGATCCAGACCTGTT 

R : ACAGCATTGACTGCGTATGG 

 

 

Endocytosis and 

vesicle transport cltc Clathrin heavy chain 
F : AGACTCAGGACCCAGAGGAC 

R : ATCACACGGGTTCTATCGGC 

 

bax bcl2 associated X apoptosis regulator 
F : AACTGGGGCAGAGTTGGATG 

R : AATTGCTTCCCAGCCTCCTC 

 

 

 

Cell cycle 

regulation 

 

gadd45 Growth arrest DNA damage 
F : TTGGCTTGACAAAAGTGCCG 

R : CTGACAACCTGCATCTCGGT 

p53 Tumor protein p53 
F : CGATGATCGGGTTCAGCAGA 

R : GAGCTCTCTCAACACAGCCA 

 

cat Catalase 
F : CGAGGCTAGCCCAGACAAAA 

R : TTGGGGAAATAGTTGGGGGC 

 

 

 

 

Oxidative stress 

gapdh Glyceraldehyde-3-phosphate dehydrogenase 
F : CACGGCAACACAGAAGGTTG 

R : CCCTTCTGAAGTCGGCAAGT 

sod1 Superoxide dismutase Cu/Zn 
F : AGACTGCGTCACATGCTTCA 

R : GCGTCATGTAGGGGATCTGG 

 

cox1 Mitochondrial encoded cytochrome c oxidase 

1 
F : GTTGCCTTGGTCGCTAGACT 

R : GAGCGTCTTGGGCTTAGTCA 

 

 

Mitochondrial 

metabolism 
12S Mitochondrial encoded 12S rRNA 

F : TCAGGTGTTACACAGCCGTC 

R : GCAGGCGTTTTAATCCCGTC 

 

mdr ATP Binding Cassette Subfamily 
F : GCATGTTGCAAGCCTGTCAA 

R : CAGTCAACTCAAGCAACCGC 

 

Detoxification 

* : reference genes 

 

 

 
 


