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Figure S1. Infrared spectra of (a) Florfenicol amine (b) Toluenesulfonyl activated beads, and 
(c) Florfenicol amine-coated magnetic beads from 250 to 4000 cm-1.  
 

  
Figure S2. The secondary structures of four selected aptamers.  
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Figure S3. Standard curve for the determination of FF using the developed aptasensor upon 
addition of different concentrations of FF in (a) Milk and (b) Egg. 
 
Table S1. MB-SELEX screening criteria. 

SELEX Round ssDNA Added (pmol) Time (min) Negative SELEX 

1 1000 120 - 

2 366 120 - 

3 394 120 - 

4 10 100 - 

5 13.3 100 - 

6 303 100 Yes 

7 235 90 - 

8 220 90 Yes 

9 292 90 - 

10 189 90 Yes 
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Table S2. 43 nt random regions of the screened aptamers and their classification. 
Family Aptamer Intermediate random sequence（5’-3’） ΔG

（kcal/mol） 

 Apt-1 GGTCCTCGGGTGGTGGGTGGGCTCGGGTTTTTGTTCACTCTCC -4.95 

 Apt-5 CAGAATATGGGTGGTGGGTGGGCTCGGTCTTTCCTCTATGTGG -2.21 

 Apt-7 GCGTCCGTACGTTGGGGGCGGGTGGGTGGATAGTCTTCGCCTT -6.93 

 Apt-8 CCGGGTGGGGGGTGGGCTCGGACCTTGTGTATTCCGTTTACTC -3.82 

Ⅰ Apt-13 GGTCCTCGGGTGGTGGGTGGGCTCGGGGTTTTGTTCACTCTCC -4.95 

 Apt-14 ACGGCCAGTGGGTGGGGCGGGTGGCGGCCGGTTGTTTCTATGC -10.00 

 Apt-16 CAGTGGGTGGGTGGGTGGAAGTCGGCGGAATTAATTTTGGCAC -4.86 

 Apt-18 GGTCCTCGGGGGGTGGGTGGGCTCGGGTTTTTGTTCACTCTCC -5.39 

 Apt-19  CGGTGTGGGCGGGTGGGTGGATACGTTGCAGCGTATGGTACCC -9.59 

 Apt-3 CCCGGGGGGGGACTCTAAAAGGGGGTAAATGTATTGGGGGTGG -4.18 

 Apt-4 TCTGGTGGGTGGGGCTGGGGGTGGTCTAGTTCCGCGTGCGCTT -5.76 

Ⅱ Apt-6 CATGAGGATAGCCGGTGGGCGGGTGGGAGGAGGCAGCCCTTGT -8.42 

 Apt-12 AATCCCGGGTGGAGGGTGGGCTCGGTATATAGTACATTCTTGG -3.06 

 Apt-20 GCGCAATGATGTGTTGTGGGTGGGCGGGTGGCTCATTGCGTGG -10.73 

 Apt-2 TATGGGGTGGTGGGCGGGCTTCGGTCATTGTGTGTTATCTTTC -3.53 

 Apt-9 TGGGTGGGGGGGGGTGGATCCGTTAGTAATGGGGGCTGGCTAG -6.48 

 Apt-10 TACACGTTGGGCGGTGGGTGGGTCTAGCCATGTCTTGCTTATA -5.16 

Ⅲ Apt-11 GGACGGGTGGTGGGTGGGCTTGGACATAGTAGACATTTGGTTT -3.69 

 Apt-15 CACGAACGTTTCCGTGGGTGGGTGGGTGGCCAAATGTCGCGTG -7.07 

 Apt-17 CCGGTGTGGGTGGGTGGGTGGTTATGCGGTTGAAGTCCCGATG -6.17 

 
 
 
 
 
 
 
 
 
 


