Supplementary 2: Microbiological data
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Gram-negative anaerobic rods 2.56 1.21 5.29 2.19 <0.001 2.81 1.74 4.14 1.93 0.0052 0.0334 0.6414 0.1254
All Gram-positive 7.15 0.86 7.81 0.76 <0.001 7.09 0.61 7.4 0.62 0.0977 0.1558 0.8169 0.1125
All Gram-negative 3.76 1.81 6.26 1.68 <0.001 4.38 1.71 5.79 1.47 0.0011 0.0421 0.3249 0.4089

Data are given as means; sd= standard deviation; *value below detection limit; HACEK= Haemophilus spp, Aggregatibacter actinomycetemcomitans,
Aggregatibacter aphrophilus, Cardiobacterium hominis, Eikenella corrodens, Kingella spp;



