Table S1: Primers and PCR cycling conditions of this study

Primers sequences Product  Annealing
Target gene 5'-3) (bp) Temp. Reference
REP1R: IIICGICGICATCIGGC . o
REP-PCR  —oEp>- ICGICTTATCIGGCCTAC Variable  40°C (4]
ATGCTTAGTGCTGGTTTAGG o
eaeA GCCTTCAT ATTTCGCTTTC 248 S1°C [2]
AATGGTGCTTGCGCTTGCTGC o
bfpA GCCGCTTTATCCAACCTGGTA 326 56°C [3]
ACACTGGATGATCTCAGTGG o
stxl CTGAATCCCCCTCCATTATG 614 60°c
CCATGACAACGGACAGCAGTT o
stx2 CCTGTCAACTGAGCAGCACTTTG s oo°c 4]
bla CATTTCCGTGTCGCCCTTATTC 800 61°C
TEM CGTTCATCCATAGTTGCCTGAC
bla GGCACCAGATTCAACTTTCAAG 564 61°C
OXAL GACCCCAAGTTTCCTGTAAGTG
AGGATTGACTGCCTTTTTG o
blasiv ATTTGCTGATTTCGCTCG 392 4C [5]
ATGTGCAGYACCAGTAARGTKATGGC o
blacrx-w TGGGTRAARTARGTSACCAGAAYCAGCGG 593 S4°C [6]
CATGGTTTGGTGGTTCTTGT o
blaiwe ATAATTTGGCGGACTTTGGC 488 55°C
AGTGGTGAGTATCCGACA o
blavin ATGAAAGTGCGTGGAGAC 280 S2°C [41
GGCGGAATGGCTCATCACGA o
blavowt  ~ G CAACACAGCCTGACTTTC 287 S8°C
ATTTCTCACGCCAGGATTTG o
anrA GATCGGCAAAGGTTAGGTCA °16 b3
GATCGTGAAAGCCAGAAAGG o
qnrB ACGATGCCTGGTAGTTGTCC 469 53°C (7]
ACGACATTCGTCAACTGCAA o
qnrs TAAATTGGCACCCTGTAGGC At 53
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Supplementary Figures

NCBI Multiple Sequence Alignment Viewer, Version 1.21.0

Sequence ID
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MW721311.1

CP081589.1

CP075059.1

CP059120.1

CP048916.1

Start | Alignment End | Organism
1 10 20 30 40 50 61
; } t f t } —
(+) 1 ATGTGCAGCACCAGTAAAGTTATGGCCGCGGCCGCGGTGCTGAAGAARAARAAGTGAAAGCGAAC 549 Escherichia coli
> > > > UBP30068.1 > > > >
ATG TGC AGC ACC AGT AAA  GIT AIG GCC GCG GCC GCG GIG CIG AAG AAA  AGT GAA AGC GAA (
M C S T s K v M A A A A v L K K S E S E
(+) 1 | | 549  Escherichia coli
> > > > UBP30066.1 > > > >
ATG TGC AGC ACC AGT AMA  GIG ATG GCC GCG  GCC G GIG CIG AAG AAA AGT G AGC  GAA
M S ¢ ¢ g K v M R A pol o \ L K K ¢ gy g E
() 3392 | | . 2,844  Escherichia coli
> > > > K5584 01460 3 > > >
ATG  TGC AGC ACC AGT AAA GIG AIG GCC GCG GCC GCG GIG CIG AAG AAA AGT GAA AGC GAA (
M c S T S K \ M A A A A \ L K K S E S E
() 62918 | | 62,370 Escherichia coli
> > > > H4F95 02610 > > > >
ATGTGC AGC ACC AGT  ABA  GJG  ATG GEC GEG GCC  GEG  GIG CJG  AAG  ABA  AGT GRA AGC GPA  (
(+) 57,405 | | 57,953 Escherichia coli
> > > > HOX94 23985 > > > >
> > > > QXZ61115.1 > > > >
ATG TGC AGC ACC AGT AAA GIG AIG GCC GCG GCC GCG GIG CIG AAG AAA AGT GAA AGC GAA (
M c S T S K v M A A A A \ L K K S E S E
(+) 52,969 | | : 53,517 Escherichia coli
> > > > G5548 23015 > > > >
> > > > QWR75782.1 > > > >
ATG TGC AGC ACC AGT AAA GIG AIG GCC GCG GCC GCG GIG CIG AAG AAA AGT GAA AGC GAA (
M [ S T S K v M A A A A v L K K S

Figure S1. Sequence alignment of blacrx-m-1 gene of diarrheic calf isolate ID 2
(accession no.: MW721313) and worker isolate 1D 3 (accession no.: MW721311) with
blactx-m-15 gene of other E. coli isolates on GenBank.

* Red shadow: single nucleotide mutation (G to T at position 21).
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NCBI Multiple Sequence Alignment Viewer, Version 1.21.0

Sequence ID

MW721318

MW721319.1

MW721320.1

MH460799.1

CP046002.1

CP048293.1

Start Alignment End Organism
1 10 20 30 40 50 61
| { } } } t —
+) 1 GGATTGACTGCCTTTTTGCGCCAGATCGGCGACAACGTCACCCGCCTTGACCGCTGGGAARA 360 Escherichia coli
> > > > UBP30073.1 > > > >
GGA TIG ACT GCC T TIG CGC CAG ATC GGC GAC AAC GIC ACC  CGC CIT GAC CGC TGG GAA /
G L T A E L Q | €] D N v T R L D R W E
+) 1 RO g : CERD o 360  Escherichia coli
> > > > blaSHV. > 3 > >
GGA T1G  ACT  GCC TIG CGC CAG ATC GGC GAC C GIC ACC CGC CIT GAC CGC TGG GAA £
g T % T TP % P P LR R @
(+) 1 o . . . . . s . . . 360  Escherichia coli
> > > > UBP30075.1 > > > >
GGA T1G ACT GCC TIT TIG CGC CAG AIC GGC GAC AAC GIC ACC CGC CIT GAC CGC T1GG GAA /
G L T A F L R Q I G D N v T R L D w E
(+) 427 . . .. . 786  Escherichia coli
> > > > blaSHV. > > > >
G 176 TGC G CGC CG TC H77’ \C GC C CC CIT  GAC C TGG G
A A A A Al [
S GGG G R CE R R
() 11,599 . . . . .. . : 11,240 Escherichia coli
GGA TIG ACT GCC  TIT TIG CGC CAG ATC GGC GAC AAC GIC ACC CGC CIT GAC CGC TGG GAA ¢
G L T A E: L R Q I G D N v T R L D R w E
() 45360 . 45,001 Escherichia coli
> > > > GZ082 24210 > > >
> > > > QJH52249.1 > > > >
GGA TIG ACT GCC TIT TIG CGC CAG ATC GGC GAC AAC GIC ACC CGC CIT GAC CGC TGG GAA ¢
G L T A F L R Q I G D N v T R L D w

Figure S2. Sequence alignment of blasyv gene of the two diarrheic claves isolates (ID
13, MW721318 and ID 18, MW721319), and a worker isolate (ID 17, MW721320)
with blasnv-12 gene of other E. coli isolates on GenBank.
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