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Supplementary Figure S1. A Maximum-Likelihood Tree.

The tree was constructed using MLST to analyse VVEfm cases isolated from bloodstream

samples across nine tertiary general hospitals. The tree was generated using the Kimura 2-

parameter model. The shaded areas indicate clusters corresponding to the predominant STs.



Supplementary Table S1. Antimicrobial Susceptibility and Resistance Trends of VSEfs,

VVEfs, and VREfs
Enterococeus Antibiotic Resistance Rate (%)
faecalis (n = Years
1,227) AMP  CIP (};%N ;ITLR TET TEI LIN TIG DAP QDA
2017 (n=175) 0.6 406 263 57 731 0 1.1 0 - .
2018(n=178) 1.7 393 292 56 747 0 0 0 - i
vsprs | 2019m=178) 51 343 225 67 685 0 0.6 0 - .
M=L143) Ho0m=201) 85 308 373 109 697 05 0 0 0 .
2021 (n=171) 0 275 304 82  66.1 0 0 0 0 .
2022 (n=240) 0 308 379 104 708 0 0 0 0 .
2017(n=0) - - ; . - - - ] . .
2018 (n=0) - - - . - . - ] . .
VEfs | 2019@=0 - - - - - - - - - -
M=) Hpom=1) o 0 100 100 100 0 0 0 0 -
2021 (n=71) 0 282 380 28 634 0 0 0 0 -
2022(n=1) 0 0 0 0 0 0 0 0 0 -
2017(n=1) 0 100 100 100 100 100 0 0 - -
2018(n=1) 0 100 100 0 100 100 0 0 - -
VREfs  2019(m=3) 333 100 0 0 66.7 100 0 0 - -
@=1D" He0m=2) 100 100 100 0 100 100 0 0 0 -
2021 (n=1) 0 100 0 0 100 100 0 0 0 -
2022(n=3) 0 100 100 0 100 66.7 0 0 0 -
-: not tested.

Numbers in parentheses mean non-susceptible antibiotic rates. AMP, ampicillin; CIP,
ciprofloxacin; HL-GEN, high-level gentamycin; HL-STR, high-level streptomycin; DAP,
daptomycin; LIN, linezolid; n, number; QDA, quinupristin/dalfopristin; TEI, teicoplanin; TET,
tetracycline; TIG, tigecycline; VSEfs, vancomycin-susceptible E. faecalis; VREfs,
vancomycin resistance E. faecalis (vanA/B+ VREfs and vanA/B— VREfs); VVESs, vanA/B

gene-positive vancomycin-susceptible E. faecalis.



