Table S4. mTORCI signaling enriched of genes upregulated in T21-iPSC from EnrichR analysis.

Term Overlap | P Value | Adjusted | Combined Genes
P Value Score
mTORC1 | 37/200 | 0.000001 | 0.00006 36.17 SHMT2;USO1;STC1;CXCR4;SLC7A11;SLC1A5;ADD3;
Signaling 2 CORO1A;HK2,HSP90B1;GGA2;SLC9A3R1;STIP1;NFI

L3;ME1L;PHGDH;PSPH;HSPA9;EGLN3;HSPA5;HSPA
4;JFRD1;ASNS;DHCR24;TUBA4A;SLC7A5,GCLC;UF
MILPSAT1L,PSME3;CTH;CCNG1;CD9;PSMG1;SQSTM
1;PPIA;SKAP2

The mTORC1 signaling was the pathway most enriched of genes upregulated in T21-iPSC public expression data (37
dysregulated genes out of the 200 genes involved in the pathway)




