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Figure S1. Differentially expressed transcripts in response to high-temperature stress in G. chilensis
expressed as average transcription per group. The heatmap presents the pooled individual response
of differentially expressed transcripts between control (C) and stress groups (H).
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Figure S2. Differentially expressed transcripts and clustering groups in response to high-tempera-
ture stress in G. chilensis. The heatmap presents the pooled individual response of differentially ex-
pressed transcripts between control (C) and stress groups (H), as well as the clustering of transcripts
with different patterns of expression for C and H groups. The number clusters (K) were determined
according to Elbow method, considering the sum of squares.
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Figure S3. Validation of selected differentially expressed transcripts by qPCR on liver of G. chilensis
on response to high-temperature stress. The transcripts expression levels were normalized with the
geometric means of actb and taf12. The relative expression of hsp60 (A), hsp70 (B), ddit4 (C), gpx7 (D),
leptin (E), msh2 (F), msh3 (G), clgl1 (H), cci20 (1), atg12 (J), atg4b (K), casp3 (L), and c3 (M) are expressed
as log2 fold-changes for control and stress groups. Results are expressed as means *+ standard error.
Different letters indicate significant differences between groups (p-value < 0,05).



