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Figure S1. Structural models of 12 regions (region 2, 5-7, 9-11, 14, 16, 18, and 19) of high
structural change showcasing the atomic level differences for each VOC and haplotype.
Distances between corresponding amino acids of the Wuhan reference against the VOC
or haplotype are represented through dashed lines and measurements are in Angstrom.

M.A. Ali & G. Caetano- Anollés: AlphaFold 2 Reveals Structural Patterns of Seasonal Haplotype Diversification in SARS-CoV-2 Spike Protein Variants



20f3

Region 6
H4

Region 7 hs

Region 9

Alpha, Delta, H1, H3, H12-17

Region 10

Alpha, Delta, H1, H3, H12-17

Figure S1. (continued)



30f3

Region 11 Region 13

H4,H5,H7

Omicron H8,H19

Wuhan o)
4 38A
\, 592F (HD2)

H4,H5,
H7,H19

Alpha,Delta,

H1,H3,H12-17 Omicron . 860F (Ho2) U5
. 5918 (HG)
Region 14
Alpha Delta,H12,  H4,H5H7,H8,H19  H3 H15 Omicron
H13,H14,H16,H17 y szm210 002

A
-531R (HH22)

- ‘
36A
= 640S-634S (HB)
Region 16 H3
Alpha,Delta,H1,H15H17

Wuhan H13,H14,H16

Region 18

Alpha, Delta, H1, H4, H5, H7, H8, H12-17, H19 H3 Omicron
24A
791T-

(oD1)

Region 19

Alpha, Delta, H1, 12-17 H4,5,7,8,19 Omicron 67A H3

8411-838| (HD12)

Figure S1. (continued)



