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Table S1. General features of the Chryseobactrium sp. BSC2-3 genome.

Characteristic Genome Characteristic Genome

Genome size (bp) 4786171 Mean of CDS length (bp) 980.5

GC content (%) 36.8 Median of CDS length (bp) 804
Mean length of intergenic

Number of contigs 14 135.2
region

Number of CDSs 4312 Number of rRNA genes 6

N50 (bp) 503816 Number of tRNA genes 80
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Figure S1. Extracted ion chromatograms (EICs) of the target compounds carbofuran (a)
and 3-hydroxycarbofuran (b) in positive ionization mode. The mirror plot represents
the concordance of MS/MS fragments of standard (up-blue) and library (down-red) in
carbofuran (c) and 3-hydroxycarbofuran (d). Mass fragment spectral results of

carbofuran (e) and 3-hydroxycarbofuran (f) in the real samples
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Figure S2. The graph shows the changes in the relative abundance of carbofuran (a) and

3-hydroxycarbofuran (b) in the supernatant in a time-dependent manner
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Figure S3. Alterations in the relative abundance of intracellular (a), (c) and extracellular

(b), (d) riboflavin (a), (b) and lumichrome (c), (d) in a time-dependent manner
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Figure S4. Time-course extracellular (a) and intracellular (b) changes in indole-3-acetic

acid content





