Stability of metabolomic content during sample preparation: blood and brain tissues
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Content:

Figure S1. NMR spectrum of protein-free lipid-free extract from the whole human blood. The
signals used for metabolite quantification are marked by bold.

Figure S2. NMR spectrum of protein-free lipid-free extract from the rat brain. The signals used

for metabolite quantification are marked by bold.
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Figure S1. NMR spectrum of protein-free lipid-free extract from the whole human blood. The

signals used for metabolite quantification are marked by bold.
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Figure S2. NMR spectrum of protein-free lipid-free extract from the rat brain. The signals used

for metabolite quantification are marked by bold.



