Table 1. Supplemental Material. Association between IL-20 gene polymorphisms and subclinical atherosclerosis.

Women Men
SNP Model Genotypesand __SA __ Control P OR 95% CI SA _ Control P OR 95% CI
Alleles n n n n
151400986 cC 53 202 00009 043 124 134 0.087 067 045-1.00
cT 21 187 66 106
T 1 2 9 17
C 127 591 00002 044 028071 314 374 0.036 071 052097
T 23 239 84 140
codominant] cc 53 202 0.002 042 024073 124 134 0.048 067  0.45-0.99
CT 21 187 66 106
codominant2 cc 53 202 0.036 014  001-110 124 134 0.219 057 024133
T 1 2 9 17
dominant cc 53 202 00004 039 023067 124 134 0.029 066  0.45-0.96
CT+TT 2 213 75 123
recessive CC+CT 74 389 0.046 02 003151 190 240 033 067  029-153
T 1 2 7 17
additive ; ; ; 00002 042  0.26-0.68 ; ; 0.03 071 052097
rs1518108 cc 25 112 54 69 0.089 117 075-1.82
cT 33 220 0.34 0.67 106 116
T 17 83 39 72
C 83 444 0.59% 089 063126 214 254 0.204 084  0.64-1.09
T 67 386 184 260
codominant] cc 25 112 0.181 067 038118 54 69 0.501 116 074-181
cT 33 220 106 116
codominant? cc 25 112 0.864 091  046-180 54 69 0.183 069  040-1.17
T 17 83 39 72
dominant cc 25 25 027 074 044125 54 69 0.95 099  0.65-150
CT+TT 50 303 145 188
recessive CC+CT 58 332 0.6 117 065212 160 185 0.036 063 0.40-0.98
T 17 83 39 72
additive ; ; ; 0.67 093 065132 ; ; 02 084  0.65-1.09

Table shows the models with significant association. SA: Subclinical atherosclerosis.



