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Figure S1. UHPLC-MS total ion chromatogram of the methanol extract obtained from S. viridiflora (A-negative ion 
mode, B- positive ion mode). Several peaks have been annotated in the chromatogram with the names of the 
metabolites shown in Table 1. 



 

 
 
Figure S2. (+) ESI-MS of 2-deoxy-20-hydroxyecdysone (58)  
 

 

 
 
Figure S3. Proposed MS/MS fragmentation of 2-deoxy-20-hydroxyecdysone (58) in the positive ion mode  
 


