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159,235I,2| 5 bp. X 139,235I,220 bp N 189,235I,225 bp , |59,235I,230 bp X 139,235I,2.35 bp X 1 59,235I,240 bp X 139,2.35I,245 bp X 189,235',250 bp X 139,235I,255 bp X 159,235I,260 bp X 139,235I,265 bp N 189,2351.270 by
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Figure S2: Picture showing the alignment by IGV for expected SNP according to the GIAB sequencing. The black square indicates the chr1:189235262, rs10921611,
genotype C>T detected by GIAB but not identified by UMpanel although the high coverage observed for this target region.




