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1  Supplementary Tables

Supplementary Table S1. Primer pairs used for qPCR analysis of tomato (Solanum lycopersicum).
GENE ACCESSION FORWARD PRIMER REVERSE PRIMER
NUMBER
CYP710A11 | NM_001247585.2 TCGACTTCCTCTTTGCTGCT CGCTACATCCGACCGAACTT
A-TUBULIN | NM_001347592.1 ATGTTCCCCGTGCTGTCTTT CTTTGCCACTGATGAGCTGC
ACTIN NM_001308447.1 AAGTGCGAGTGTCCTGTCTG TACCGTGCATTCATAGCCCC
SLCBL1 NM_001252118.1 | TTTGGTGATTTCGTGAAGGGAC | TCTCAATGAACCCTGTGCCA
GAPDH NM_001247874.2 | ACCACAAATTGCCTTGCTCC GGTCTTCTGAGTGGCTGTGA
EEF1-A NM_001247106.2 | GATGATTCCCACCAAGCCCA | TCTTGACAACACCGACAGCA

Supplementary Table S2.
Sterol composition (%) of tomato (Solanum lycopersicum) and cucumber (Cucumis sativus) root
knot galls caused by Meloidogyne incognita.

SPECIES CHOLESTEROL | CAMPESTEROL | STIGMASTEROL | [-SITOSTEROL
% % % %
S. lycopersicum cv. M 10.34 3.00 48.79 37.87
S. lycopersicum cv.O 12.26 2.75 57.22 27.77
C. sativus oneg 0.16 ND 97.95 1.90
C. sativus twog 0.16 ND 96.04 3.80

Solanum lycopersicum cv. Moneymaker (M), Solanum lycopersicum cv. Oskar (O) Cucumis sativus root
knot galls from one generation (oneg) and two generations (twog). Percentage are means of
minimum three biological replicates. ND = not detected.

Supplementary Table S3. List of CYP710 enzyme sequences used for the phylogenetic analysis.
“Number” represents the numbering of the phylogenetic tree in the main manuscript.

Taxon Species Number Phytozome accession code
Ranunculales  A. coerulea 1 Aqcoe4G009200.1.p
Ranunculales  A. coerulea 2 Aqcoe4G236600.1.p
Ranunculales  A. coerulea 3 Aqcoe4G299500.1.p
Commelinids ~ A. comosus Aco010658.1
Brassicaceae = A. halleri Araha.1620650001
Caryophyllales A. hypochondriacus 1 AHYPO.007104
Caryophyllales A. hypochondriacus 2 AHYPO.008253
Brassicaceae  A. lyrata 1 AL4G30460.t11
Brassicaceae  A. lyrata 2 AL4G23390.t1
Brassicaceae  A. lyrata 3 AL4G30470.t1
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