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Figure S1. Bray Curtis dissimilarity of microbial communities among different 

discoloration stages of poplar wood. 

 

 

 

 

 

 

 

 

 



 

Figure S2. Composition of bacterial and fungal community on gene level of five groups. 

(A) composition of bacterial community; (B) composition of fungal community. The 

different colors represent the various taxa at gene level. 


