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Figure S3. Enrichment of Gene Ontology (GO) terms in the proteome of Glycine max challenged with Meloidogyne incognita. The susceptible (BRS 133) and the tolerant (PI
595099) genotypes are represented at the top of the bubble chart, followed by the number of days after inoculation (DAI) with M. incognita. The GO terms are listed on the left (y-
axis). Only GO terms with statistical significance (false discovery rate, FDR > 0.05) were included.



