Table S1. Effect of individual or combined deficiency of Pi and Zn on Pi and Zn uptake in

plants
Botanical E i f
Plant Name otanica Condition Effect on Zn/Pi uptake Xpression 0% peference
name PHT1 genes
Individual -Zn Increased Pi content in AtPHTI;1 to [20]
. . condition shoot AtPHTI1;9
. . Arabidopsis
Arabidopsis thaliana Individual -Zn Reduced Zn content
v ua and increased TP AtPHTI;1 [23]
condition )
content in shoot
Individual -Zn In:eazed ;E Con:e“: HuPHT1;1 and 71
condition fm reduce nC(.)n en HovPHT1;2
in shoot and root tissues
Reduced, P content in
Hordeum Individ.u.al -Pi .shoot and root aer ) 73]
Barley condition increased Zn content in
Vulgare
shoot
Individual -Pi Reduced TP content
condition and increased /n
. - [30]
content in shoot and
root
Reduced Zn content
. Individual -Zn and mcr‘eased total Pi
Maize Zea mays diti contents in the shoot - [53]
condition Increased Zn and TP
content in root tissue
Individual -Pi Redu(.:ed TP conteflt
. and increased Zn in - [58]
condition .
root, straw and grain
Individual -Zn Increased TP content in
. - [74]
. condition old leaves
Triticum -
Wheat . Combined Reduced Zn and TP
aestioum .. . .
deficiency of Pi content in root, straw, - [58]
and Zn grain
(;qmblned . Reduced Zn content in
deficiency of Pi - [75]
the shoot
and Zn
Individual -Zn Increased Pi content in
condition root and shoot
lettuce Lactuca sativa Combined Reduced Zn and Pi - [76]
deficiency of Pi content in shoot and

and Zn

root
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Figure S1.Images of melt curves of EcEF-1a, EcPHT1, and EcZIP genes in Quantitative real-time RT-
PCR (qRT-PCR) analysis for all samples. The number of peaks indicates the number of tissues having
that particular gene expressed. The height of the melt peak indicates the corresponding melting

temperature of DNA.



