Table S1. Realtime qPCR primers quantified in the gene expression analysis. 18S rRNA primer set obtained from Yu et al.,2019. Primers with an asterisk (*)
were used in analysis with Figures and Tables published within this article. Seven additional primers designed from salt-related genes identified through the
present transcriptome sequence annotation.

Endogenous Gene Amplicon size | Tm Efficiency | Reference
18S rRNA FWD TGACGGAGAATTAGGGTTCGA 100bp 60 99% Yu, Y., Zhang, G., Chen, Y. et al.
18S rRNA REV CCGTGTCAGGATTGGGTAATT

Designed Primers for qPCR

*tri_352115 FWD GTACGGTTCTGCTTGCTTCT 55

*tri_ 352115 REV TTGTCTGAGTGCTCCGTTTC

*tri_256589 FWD CCCGCCAAATTCCACAAATC 55

*tri_ 256589 REV ACAGGAGGAGAAGGAACAGTA

*tra_7509 FWD GTCCCACCTCTGAACAACAA 54

*tra_7509 REV AACCAGCGAACGGGATTT

LOC_0s12g39400.1 FWD CAAGCGATGCCACTACGA 55

LOC_0s12g39400.1 REV ATGAGCCTGGGCTTCTTG

LOC_0s01g50030.1 FWD TGGAACTTGGTGCTGGAATAG 55

LOC_0s01g50030.1 REV CAACCTCCTCGTCTGAAAGATAC

LOC_0s09g02214.3 FWD GTACGGGTGGTTCTATGCTTATC 55

LOC_0s09g02214.3 REV GATAAATGGGATCTCGGCTAGTG

Seita.9G518700.1 FWD TGGTGGCGCTGTTCTATATG 55

Seita.9G518700.1 REV GTCACCTTCCCAACGATCAA




Seita.3G034000.1 FWD

GCGTCCATCATTCTCCACTT

55

Seita.3G034000.1 REV

CACCAGCAAAGAAAGCACATC

Oropetium_06645 FWD

AGAGTGCCAACACCGTTATC

55

Oropetium_06645 REV

AGGCAGGAATGGCTGAATAG

Oropetium_09602 FWD

CGAGATCTACGAGTCTGTACCT

55

Oropetium_09602 REV

CAGCTTCCTCTTTCTTCTCCTC




