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Supplemental Figure S1. Banana ribosomal DNA unit structure. The ribosomal DNA unit
(rDNA) of banana containing 18S, ITS1, 5.8S, ITS2, and 26S. Internal transcribed spacers (ITS),
including ITS1, 5.8S, and ITS2, was cloned using one pair of primers (ITS L and ITS 4, the positions
are indicated) in this study. The “420-bp region” is located between 5.8S and 26S.
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Supplemental Figure S2. ITS sequencing peak map of one clone of the Cavendish banana
Brazil variety. The ITS of another biological repetition of ‘Brazil’ was amplified by PCR and
sequenced through Sanger sequencing. The positions of ITS1, ITS2 and the “420-bp region” are

indicated.
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Supplemental Figure S3. ITS sequencing peak map of another clone of the Cavendish banana
Brazil variety. ITS of another ‘Brazil’ were amplified by PCR and sequenced through Sanger
sequencing. The positions of ITS1, ITS2 and the “420-bp region” are indicated.



G C T TAG TCTTG6 TCGAGACCCAC TG ACG AGG ACG ACCG T6 AATGC G TCAACGAT TGC TCGTCGGGCTCGTC

e 000000 X\moo«/mwﬂx\m/\mwvw . /\ \Wasaaana/ A
ITS1

CCG ACAACACCCCCGAAGGTCGGTCCGCCCTCGG66G66G6 AACGACCGAGGGGATGAACTACCAACCCCGG6G66G6G6G6 ATAG

CGCCAAGG AACACGAACATCG TCG6G6AGGGCCTCGCTGCTTGCAGGAGG TACAATTCCGACGGGG ACCCCATTOQ
A A A \ A A AN \ .
sl \aanaaaanfnall MM/\NJV\AA%\AANJ,\AA/\AM/\M\AMMM ANAAAANA AAAN A /\/\1
ACGACTCTCGGCAACGGATATCTCGGTTCTCGCATC AT :.;.;.:.:.(G' AGC GA AGG CG # ACCTGG6G6GG6GG # TT
/\f\ /\A
AAAANA ANAANAAAARAAANS AAAAAAAAAAAS MM MAM f\/\A/,\N.AAf \/\/\A}\AA//\M Al
TCCCGG6AACCTTCGAGTCTTTGAACGCAAGT TGCGCCCGAGGCCATCCGGTTAAGGGCACGCCTGCCTGG66G6G6T

ACGTTTTCAACGCTTCGTCG(ITTGCCZCCTCG6G6G6G6G66G6GG6|IGGCG6AACGTGEGAGGATGGCCCCCCGTGEGCCGGAAAG G
A : A

BMAAAA Y AAARAAN AA &/\JA/\/\/\/\/\QM AN AN, VW\p, [V

ITS2

GCGGTTGGCCGAAGAGCGGGCCGTCGGTGEGGT TGTCGAACACGACGCGTGEGGTGGATGCCTTGTGCGAGCCGTACGTC

GTGCCTTCGG6G6ACCCGG66CG6AGGCCTCGAGGACCCAAGTCGTGEGTGEGCGAGTCGATGEC CACGGACCGCGACCCCAGG

TCAGGTGGGGCTACCCGCTGAGTITTAGT,GA

Supplemental Figure S4. ITS sequencing peak map of the Cavendish banana Pei Tiao variety.
ITS of “Pei Chiao’ were amplified by PCR and sequenced through Sanger sequencing. The positions
of ITS1, ITS2 and the “420-bp region” are indicated.
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Supplemental Figure SS. ITS sequencing peak map of the Cavendish banana Formosana
variety. ITS of ‘Formosana’ were amplified by PCR and sequenced through Sanger sequencing.

The positions of ITS1, ITS2 and the “420-bp region” are indicated.
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Supplemental Figure S6. ITS sequencing peak map of the Gros Michel banana Gros Michel
variety. ITS of ‘Gros Michel’ were amplified by PCR and sequenced through Sanger sequencing.
The positions of ITS1, ITS2 and the “420-bp region” are indicated.
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Supplemental Figure S7. ITS sequencing peak map of the Ibota Bota banana Yangambi KM5

variety. ITS of “Yangambi KM5’ were amplified by PCR and sequenced through Sanger sequencing.
The positions of ITS1, ITS2 and the “420-bp region” are indicated.
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Supplemental Figure S8. ITS sequencing peak map of the Pisang Awak banana Guang Fen
No.1 variety. ITS of ‘Guang Fen No.1’” were amplified by PCR and sequenced through Sanger
sequencing. The positions of ITS1, ITS2 and the “420-bp region” are indicated.
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Supplemental Figure S9. ITS sequencing peak map of the hybrid banana Fen Za No.1 variety.
ITS of ‘Fen Za No.l1’ were amplified by PCR and sequenced through Sanger sequencing. The
positions of ITS1, ITS2 and the “420-bp region” are indicated.
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Supplemental Figure S10. Sequence alignment of the partial ITS regions across 46 accessions
of banana. The initial several dozen bases of the ITS region from the 46 accessions represent

relatively homozygous sequences, which were aligned accordingly.
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Supplemental Figure S11. ITS sequencing peak map of the AA banana Morong Princesa

AGGGGGG6G6GG6G6GGAAAAAAACCTC

variety. ITS of ‘Morong Princesa’ were amplified by PCR and sequenced through Sanger
sequencing. The positions of ITS1, ITS2 and the “420-bp region” are indicated.
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Supplemental Figure S12. ITS sequencing peak map of the AA banana Rose variety. ITS of
‘Rose’ were amplified by PCR and sequenced through Sanger sequencing. The positions of ITS1,
ITS2 and the “420-bp region” are indicated.
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Supplemental Figure S13. ITS sequencing peak map of the hybrid banana Zhong Jiao No.9
variety. ITS of ‘Zhong Jiao No.9’ were amplified by PCR and sequenced through Sanger
sequencing. The positions of ITS1, ITS2 and the “420-bp region” are indicated.



G 666 GAG GT C T AG ACCCAC TG ACGAGG ACGACCG TG AATGCGTCAACGATTGCTCGT CGGGCCTCEG

l'l'Sl
C6 AATGEGTCGGTCCGCCCTCG66C666ACGACC6A66G6GG6ATGAACTACCAACCCCGGCG

WAAAANAAA AN ‘M\wz\ -.\"AMJ_AJM

C6GG6ATAGCGCCAAGG AACACGAACAT CG AA C66AG66CCTCGCTGEGCATGCAGGAGGCTACAATTCCGACG GT G
'[\/\LJ_‘ ALVV YV ATAA'AATATAY] J_A_JA M /\/_;._. ._/\ /S_LAL’___/
ACCCCATTGGACGACTCTCGGCAACGGATATCTCGGCTCTCGCATCGATGAAGAACGTAGCGAAATGCGATACC
WA NNANAANAANNMNNAANANAAANNAAANNAAAN
F 61676 AGAATCCCGTGAACCATCGAGTCTTTGAACGCAAGTTGCGCCCGAGGCCATCCGGCTAAGGGCA
,‘A\ AN AN Al ‘l'; I\ N\ ANN ".\. | “"“. 1 /)
CGc CCTGGGCGEGTCACGCTTTICGACGCTTCGTICGIITGCCCCCTCGGG6G66GTGTGIEGCGAACGTGGAGGATGEEGC
/ N\ YYATAY “‘.‘. f\‘
A_._A_._[\/\N_/\JUA [pA__.IL[\_&\"'~'» [\/\/\N\/\_A_/\MJ V\ JU\/\JV VWY

ITs2
cccccere CGG GGTGCGGTTEGCCGAAGAGCGGGCCGTC GAACACGACGCGTGGTGGATG

N/ |
J\J\J\/\ J\/\J\/\/\J\MA AJ\J\MJL_M/\L/L WA
ccCrT GTGCGAGCCGTACGT (> c66G6AaCCCGGG6C6AGGCC CG6AGGACCCAAGTCGTGGTGCGAGTCG
n A A A A
“A/\N MZ\/\AA/\,\J\J\’\N ALY A AN
= —
ATGCCACGGACCGCGACCCCAGGTCAGGTGG6G6G6CTACCCGCTGAGT TTAAGATATCAAA AAGGGEGGGGGG66AGAAAA

Supplemental Figure S14. ITS sequencing peak map of the hybrid banana FHIA-01 variety.
ITS of ‘FHIA-01" were amplified by PCR and sequenced through Sanger sequencing. The positions
of ITS1, ITS2 and the “420-bp region” are indicated.
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Supplemental Figure S15. Sequence alignment of the ITS region from 7 wild banana species
and 4 cultivated banana varieties. The ITS sequences of the wild bananas were obtained from

NCBI. The positions of ITS1, ITS2 and the “420-bp region” are indicated.



