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Figure S1 PAS and TBO staining of the mature leaves of healthy and diseased tea plants. A. PAS
staining of the mature leaves of healthy and diseased tea plants. B. TBO staining of the mature

leaves of healthy and diseased tea plants. Bar = 50 uM.
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Figure S2 PCA and correlation analysis of transcriptome data. A. PCA analysis of transcriptome

data. B. Correlation analysis of transcriptome data.
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Figure S3 Expression analysis of DEGs involved in caffeine and theanine biosynthesis pathways in

the mature leaves of healthy and diseased tea plants. A. Expression analysis of DEGs involved in

caffeine biosynthesis pathway in the mature leaves of healthy and diseased tea plants. B. Expression

analysis of DEGs involved in theanine biosynthesis pathway in the mature leaves of healthy and

diseased tea plants. The compound names were shown below each arrow. The abbreviations beside

the arrows indicated the enzymes catalysing the transfer. HML, healthy mature leaves; DML,

diseased mature leaves.



