Supplementary Table S1 Trivial and chemical name of glucosinolates detected in this study.

Glucosinolate Trivial name Abbreviation Chemical name
Aliphatic glucosinolate 3C Glucoiberverin GIV 3-Methylthiopropyl
Glucoiberin GIB 3-Methylsulfinylpropyl
Sinigrin SIN 2-Propenyl
4C Gluconapin GNA 3-Butenyl
Progoitrin PRO 2-Hydroxy-3-butenyl
5C Glucobrassicanapin GBN 4-Pentenyl
Indolic glucosinolate Glucobrassicin GBS 3-Indolylmethyl
Neoglucobrassicin NGBS 1-Methoxy-3-indolylmethyl
4-hydroxyglucobrassicin 4-OHGBS 4-Hydroxy-3-indolylmethyl
4-methoxyglucobrassicin 4-OMGBS 4-Methoxy-3-indolylmethyl
Benzenic glucosinolate Gluconasturtiin GST 2-Phenylethyl




Supplementary Table S2 The content of GSL in potherb mustard of different varieties (umol/g DW).

Aliphatics Indoles Benzenics Total

GIB PRO SIN GNA GIV GBN 4-OHGBS GBS 4-OMGBS NGBS GST glucosinolates
X1 004 005 46.29 020 0.08 ND 049 0.28 0.38 0.09 ND 48.04
X2 005 0.09 5889 060 012 ND 0.07 022 0.27 0.10 ND 60.55
X3 0.07 0.09 6991 082 0.04 0.04 0.30 0.21 0.40 0.09 ND 72.10
X4 003 004 3173 036 014 ND 0.12 0.06 0.17 0.02 ND 32.82
X5 0.03 004 3879 045 023 ND 011 0.07 0.17 0.03 ND 40.09
X6 0.06 0.07 46.27 026 0.08 ND 0.17 0.43 0.17 0.10 ND 47.74
X7 006 008 5214 089 062 ND 0.14 029 0.29 0.07 ND 54.87
X8 0.04 006 3331 023 013 ND 012 0.67 0.25 0.52 ND 37.07
X9 003 0.06 2877 487 0.05 0.37 0.06 0.20 0.30 0.11 ND 34.98
X10 0.04 0.07 40.84 057 006 ND 0.04 049 031 0.07 ND 42.67
X11 0.10 0.16 87.06 352 0.14 0.09 0.06 0.25 0.23 0.07 ND 91.85
X12 001 003 2914 012 003 ND 0.16 043 0.23 0.11 ND 31.72
X13 0.02 003 2181 012 001 ND ND 0.44 0.22 0.06 ND 24.25
X14 0.06 0.05 2261 010 0.09 ND 0.05 0.42 0.32 0.11 ND 25.66
X15 0.03 0.06 56.92 041 025 ND ND 022 011 0.09 0.70 60.60
X16 0.03 0.02 3040 120 ND 0.02 0.02 0.03 0.18 0.03 ND 32.12
X17 0.05 0.06 3928 021 015 ND ND 0.33 0.15 0.06 0.18 40.78
X18 0.06 0.09 59.03 038 0.25 ND 0.08 0.44 0.27 0.19 ND 60.94
X19 0.06 0.06 4594 062 0.09 ND 0.09 037 0.28 0.36 ND 49.31
X20 0.05 0.06 3532 049 013 ND ND 0.21 0.10 0.02 ND 37.95
X21 0.04 0.04 2410 085 0.03 ND 0.03 0.07 0.04 0.02 ND 25.36
X22 0.06 0.06 4111 063 047 ND 0.10 0.28 0.28 0.06 ND 43.32
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X49 ND 0.07 5306 085 015 0.03 ND 039 0.22 0.03 0.12 56.61

X50 0.05 006 2929 236 ND 014 ND 0.26 0.10 0.02 ND 32.55
X51 0.04 0.04 3444 060 0.06 0.05 0.01 0.08 0.05 0.03 ND 35.51
X52 005 005 2548 028 004 ND ND 0.21 0.02 0.03 0.06 27.94
X53 0.07 006 3490 08 ND ND ND 0.17 0.05 0.04 0.03 37.78
X54 011 0.08 3969 035 002 ND 0.03 031 0.16 0.02 0.09 42.61
X55 0.05 0.07 4560 260 0.07 016 ND 0.27 0.03 0.02 0.03 50.52
X5 0.03 0.03 2545 012 005 ND ND 0.15 0.04 0.01 0.03 27.69
X57 006 005 2338 177 002 010 ND 0.22 0.03 0.01 0.02 27.28
X58 0.08 0.08 3858 025 001 ND ND 0.15 0.01 0.02 0.05 41.03
X59 0.09 005 2806 023 ND ND ND 0.20 0.01 0.01 0.04 30.30
X60 0.04 004 2544 247 003 010 ND 0.20 0.03 0.02 0.01 30.17
X6l 0.12 008 4147 043 ND ND ND 0.18 0.06 0.01 0.12 44.24
X62 0.06 005 2679 032 ND ND ND 0.19 0.03 0.01 0.03 29.07
X63 0.03 004 3523 056 018 ND ND 0.12 0.12 0.05 ND 37.98
X64 0.06 0.09 5181 488 ND 019 0.02 0.27 0.15 0.05 0.15 59.32
X65 0.23 0.07 3099 367 ND 022 ND 0.14 0.09 0.02 0.07 37.31
X66 006 006 4319 129 004 ND ND 0.17 0.22 0.01 ND 46.77
X67 0.03 0.03 2283 034 ND ND ND 0.05 0.06 0.01 ND 25.03
X68 0.04 008 4393 069 014 ND 0.01 0.24 0.39 0.15 ND 47.24

GBN, glucobrassicanapin; GIB, glucoiberin; SIN, sinigrin, GNA, gluconapin; PRO, progoitrin; GIV, glucoiberverin; 4-OHGBS, 4-hydroxyglucobrassicin; GBS,
glucobrassicin; 4-OMGBS, 4-methoxyglucobrassicin; NGBS, neoglucobrassicin; GST, gluconasturtiin; Aliphatics, aliphatic glucosinolates; Indoles, indolic
glucosinolates; Benzenics, Benzenic glucosinolates. ND, not detected.
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Supplementary Figure S1 HPLC chromatograms of desulfoglucosinolates prepared from potherb
mustard. 1: GIB, Glucoiberin; 2: PRO, Progoitrin; 3: SIN, Sinigrin; 4: GNA, Gluconapin; 5: ONPG,
Ortho-nitrophenyl-p-D-galactopyranoside (internal standard); 6: GBN, Glucobrassicanapin; 7: GBS,
Glucobrassicin; 8: GST, Gluconasturtiin; 9: 4-OMGBS, 4-Methoxyglucobrassicin; 10: GIV,
Glucoibervirin; 11: 4-OHGBS, 4-Hydroxy-3-indolylmethyl GSL; 12: NGBS, Neoglucobrassicin.
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Supplementary Figure S2 Volcano plot of all the differentially expressed genes (A) and
glucosinolate metabolism-related differentially expressed genes (B) in X57 vs X11
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Supplementary Figure S3 KEGG enrichment analysis of differentially expressed genes in X57 vs
XI11.
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Supplementary Figure S4 The changes of differentially expressed genes related to glucosinolate
biosynthesis (A) and degradation (B) in X57 and X11. Values represent the means of three replicates.

The expression levels were visualized using TBtools.



