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Figure S1. Transcript and unigene length distribution.

A W 2.05% 0 B W 3711 20% to 40% 35.76% Medicago truncatula
W 42.58% (0~107" W 139580 40% to 60% 5.39% Hordeum vulgare subsp. vulgare
0 15.02% (1079~102Y 0 399229 60% o 80% 5.29% Trifolium subterraneum
W 22.93% (102°~10"'%) W 402583 80% to 100% 2.83% Oryza sativa Japonica Group
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Figure S2. Performing unigene homology searches in the Nr database: A. The proportional frequency
of the E-value distribution. B. The proportional frequency of the sequence similarity distribution. C.

The proportional species distribution of M. sativa. among other plant species.

Bl [A] RNA processing and modification
I [B] Chromatin structure and dynamics
E [C] Energy production and conversion
[D] Cell cycle control, cell division,
4,000 chromosome partitioning
[ [E] Amino acid transport and metabolism
[ [F] Nucleotide transport and metabolism
[ [G] Carbohydrate transport and metabolism
I [11] Cocnzyme transport and metabolism
I [I] Lipid transport and metabolism
[1] Translation, ribosomal structure and
biogenesis
B [K] Transcription
[L] Replication, recombination and repair
O [M] Cell wall/membrane/envelope biogenesis
E [N] Cell motility
[O] Posttranslational modification, protcin
turnover, chaperones
B [P] Inorganic ion transport and metabolism
1,000 [Q] Secondary metabolites biosynthesis,
transport and catabolism
O [R] General function prediction only
I [S] Function unknown
B [T] Signal transduction mechanisms
[U] Intracellular trafficking, secretion, and
vesicular transport
@ [V] Defense mechanisms
I [W] Extracellular structures
B [Y] Nuclear structure
W [Z] Cytoskeleton
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Figure S3. KOG function classification of unigenes for M. sativa. The left y-axis indicates the
number of unigenes; the letters on the x-axis represent different KOG categories.



