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Figure S1 Alignment of domains in MKKs of plant. All the MKK protein sequences were 
aligned by MAFFT v7.0. Sequences of additional MKK domains that are highlighted are ATP 
binding signature, consisting the P loop consensus sequence (GxGxxG), marked in cyan, the 
catalytic C loop, consisting the DΨK consensus, marked in orange colour, the activation T 
loop, marked in green colour and NTF2 domain marked in pink colour. The sequence 
derivations from the S/TxxxxxS/T activation loop of Clade C and D are marked in a lighter 
shade of green colour.    
 


