Fig. S1 PCR detection of TYLCTHY DNA-A in pBINPLUS-inoculated and TYLCTHV-
inoculated tomato plants. At three weeks post inoculation, the first fully-expanded leaves
were harvested and subjected to the detection of TYLCTHV DNA-A. + and — stand for
positive (agrobacteria) and negative (water) control, respectively. 1 is TYLCTHV DNA-
A+DNA-B-inoculated plants, and 2 is pBINPLUS-inoculated plants.
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Fig. S2 Length distribution of transcripts.
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Fig. S3 KEGG functional classification of DEGs.



