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Figure S1. Chromosomal locations of the RrC2H2 gene family in rose.
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Figure S2.  Heatmap of RrC2H2 gene expression in different tissues of rose. 

The columns represent various tissues (root, stem, leaf, flower, and fruit), 

while the rows correspond to individual genes. Box colors indicate 

normalized expression levels, and the numbers represent FPKM values.





Figure S4. The NLS motif (highlighted) and C2H2 domain (boxed) of the RrC2H2-8 protein. Helical 

structures are indicated by cylinders above the sequence.
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