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Supplementary Table

Table S1. Distribution of shoot height (cm), plant dry biomass (g), and primary root length (cm) of

tomato panel subjected to control and low phosphate treatment for two weeks.

Accession Shoot height (cm) Plant dry biomass (g) Primary root length (cm)
code Control Low phosphate Control Low phosphate Control Low phosphate
AC1 4.68 3.5 0.16 0.1 8.52 3.62

AC102 6.1 6.44 0.25 0.26 11.66 12.3
AC104 5.4 4.68 0.21 0.21 12.38 9.42
AC105 5.56 4.72 0.25 0.18 11.22 9.3
AC106 5.48 5.52 0.21 0.18 114 8.48
AC107 5.22 4.56 0.18 0.16 9.58 7.76
AC110 4.82 5.98 0.21 0.23 7.66 10.6
AC13 4.86 6.12 0.12 0.17 10.4 8.94
AC14 4.46 5.52 0.15 0.18 9.74 10.68
AC156 6.58 6.88 0.31 0.33 12.8 11.4
AC161 6.04 5.54 0.21 0.19 12.34 11.8
AC164 4.36 5.8 0.1 0.13 59 7.46
AC17 4.14 3.7 0.1 0.05 8.18 3.74
AC173 5.08 4.68 0.18 0.19 7.7 11.9
AC18 5.38 6.24 0.26 0.18 11.38 8.38
AC2 5.04 4.12 0.19 0.07 12.26 5.28
AC20 6.36 4.58 0.23 0.11 10.48 5.54
AC200 5.46 49 0.24 0.21 12.14 8.24
AC201 5.32 4.64 0.31 0.26 10.86 8.12
AC202 5.98 4.74 0.3 0.25 8.98 7.22
AC203 4.94 4.14 0.17 0.14 8.24 6.88
AC204 5.8 4.84 0.23 0.22 10.92 9.54
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AC431 5.68 6.08 0.24 0.28 10 10.1
AC432 6.04 6.68 0.26 0.29 12.68 10.24
AC5 4.6 5.58 0.15 0.1 4.86 7.82
AC51 5.6 4.52 0.27 0.19 11.22 6.92
AC52 4.56 3.52 0.11 0.08 8.42 4.52
AC53 6.44 5.48 0.24 0.23 11.1 8.38
AC5H4 5.82 4.36 0.23 0.21 13.54 7.46
AC56 5.5 4.64 0.13 0.12 9.02 7.38
AC57 5.26 4.46 0.19 0.15 10.72 7.04
AC59 4.98 5.16 0.12 0.16 8.58 6.82
ACé6 59 51 0.21 0.16 11.7 6.24
AC61 5.56 4.84 0.21 0.2 11.52 6.62
AC62 5 4.3 0.12 0.11 9.02 6.62
ACe63 4.04 4.74 0.11 0.13 3.88 7.5
AC65 6.22 53 0.22 0.2 10.74 8.1
AC66 5.96 5.84 0.25 0.23 13 11.42
AC68 6 4.52 0.24 0.19 9.16 4.96
AC7 3.94 3.28 0.13 0.1 6.5 4.54
AC73 5.72 524 0.28 0.26 12.72 9.6
AC79 5.42 4.58 0.25 0.21 12.18 7.52
ACS82 5.86 3.62 0.24 0.11 11.48 6.76
ACS85 5.36 4.86 0.16 0.17 11.4 9.72
AC86 6.88 6.3 0.28 0.25 14.34 13.2
ACS88 5.6 5.94 0.21 0.22 9.56 10.3
AC89 5.6 5.94 0.17 0.2 9.36 10.6
AC91 4.98 5.18 0.23 0.25 9.12 10.18
AC92 528 4.72 0.15 0.14 9.14 7.58
AC93 4.5 4.1 0.17 0.15 7.1 5.46
AC96 6.34 3.98 0.25 0.14 11.64 5.7
AC99 6 6.54 0.22 0.25 11.9 12.12
Table S2. Prediction of interacting protein using STRING database version 12.0 for plant biomass,
shoot inorganic phosphate (SiP), and root inorganic phosphate (RiP) under control P condition.
Trait Candidate Gene Candidate Protein Predicted Interacting Protein
BiPollilnatss Solyc10g050370 A0A3Q7IG72 A0A3Q7I1X9, RPA32a, and RPA32b
A0A3Q7GK12, AOA3Q7ITW7Z, AOA3Q7I5D6, K4B470_SOLLC,
SiP Solyc08g074240 AO0A3Q7HSH1 AO0A3Q7F3F2, AOA3Q7H1U4, AOA3Q7GRYS8, AOA3Q7H554,
A0A3Q7FTS1, and AOA3Q7IMP3
Solyc09g011190 AO0A3Q7HYGS A0A3Q7]JCM7, and P21568
GME2, GME1, A0OA3Q7F713, AOA3Q7IKE4, AOA3Q7GHV?Y,
Solyc09g011220 A0A3Q71066 A0A3Q7GS00, AOA3Q7HLE4, AOA3Q7HVHI1, AOA3Q7GJZ3,
and AOA3Q7FVH6
AO0A3Q7EU47, SIALD3H1, SIADH2B7d, SIADH3F1a,
RiP Solyc09g011240 A0A3Q71069 SIALDH2B7a, AOA3Q7F8G3, AOA3Q7FUP4, AOA3Q7GMOS,
A0A3Q7HPH1, and A0A3Q7IV]5
Solyc094011250 AO0A3Q7HXX3 A0A3Q7HUR3, A0A3Q71ZZ0, and A0A3Q7HXUS8
Solyc09g011260 A0A3Q7HYI5 A0A3Q7EY67, K4BP65_SOLLC, and AOA3Q7F026
A0A3Q7F9Y1, AOA3Q7HZG7, AOA3Q7ERV7, AOA3Q7G7N7,
Solyc09g011320 AQ0A3Q7IUF7 A0A3Q7FPRY, AOA3Q7EZI5, AOA3Q7HVB6, AOA3Q7H3N2,

A0A3Q7G106, and Atgb
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A0A3Q7HXY2, CAB3B, CAB1C, AOA3Q7FCW3, CABIB,

Solyc0901134 AOA3Q7HXY2
0lyc09g011340 0A3Q CAB3C, CAB1D, CAB5, AOA3Q7HDJ6, CAB3A, and CAB1A

Table S3. Prediction of interacting protein using STRING database version 12.0 for shoot inorganic
phosphate (SiP), and root inorganic phosphate (RiP) under low P condition.

Trait Candidate Gene Candidate Protein Predicted Interacting Protein

SiP Solyc08g062490 A0A3Q7HPW5 WRKY70
A0A3Q7]DA7, AOA3Q7H2I8, AOA3Q714K9, AOA3Q7FIS6,
Solyc08g062500 AO0A3Q7HMG2 AO0A3Q7HSY4, AOA3Q7EZB9, AOA3Q7HII1, AOA3Q7G188,
A0A3Q7FCP2, AOA3Q7HTNS, and AOA3Q7JDA7

Solyc09g010450 AOA3Q7ITX2 AOA3Q7GAFS8
AOA3Q7F3X8, AOA3Q7H1D7, AOA3Q7EK17, AOA3Q7FIG4,
Solyc094010460 AOA3Q7HZS6 AOA3QY7F9C8, AOA3Q7FPCO, AOA3Q7EPBO, AOA3Q7IKR],
AOA3QY7H226, and AOA3Q7G5L4
AOA3QYIRBY, AOA3Q7IEG3, AOA3Q7EQ90, AOA3Q7FQ84,
Solyc09g010690 G87253 AOA3Q7HWF1, AOA3Q7FMV6, AOA3Q7G068, AOA3Q7GPE2,
BSL1, and AOA3Q7IDLO
K4D3Q6_SOLLC, K4BRX2_SOLLC, AOA3Q7IGD4,
Solyc09g010710 AOA3QVHZTS5  A0A3Q7HLZ7, AOA3Q7H418, AOA3Q7HU66, AOA3QYIZ18,
AOA3Q7HZQ7, AOA3Q7HXKS, and AOA3Q7I0CY

RiP
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Supplementary Figures
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Figure S1. Trait distribution [shoot height (a), plant biomass (b), and primary root length (c)] in
tomato panel subjected to control and low phosphate conditions for two weeks.
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Figure S2. Distribution pattern of shoot (a) and root (b) inorganic phosphate in tomato accessions subjected to control and low phosphate treatment for two weeks.
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Figure S3. Segregation of tomato accessions into tolerant and sensitive accessions based on shoot
Pi, root Pi, and root/shoot ratio under control (P+) and low phosphate (P-) conditions.
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Figure S4. Relative gene expression of candidate genes in root and shoot tissue in low phosphate
condition compared to control (taken from transcriptomic data of tomato published by Satheesh et
al. [22]).



