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characteristics Bronchoscopy questionnaire
Blood
(DNA methylation)

DNA methylation differential analyses:
1. Identification of blood and airway

Model construction: differentially methylated sites
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blood analysis — (FDR<0.10)
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pathways (FDR<0.05)

)

Results comparison

Blood

Supplemental Figure S1. Study design. SGRQ: St. George Respiratory Questionnaire
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Supplemental Figure S2. Differentially methylated genes overlap between the three
SGRQ domains. Blood analyses.
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Supplemental Figure S3. Differentially methylated genes overlap between the three
SGRQ domains. Airway analyses.



