Biomedicines 2023, 11, 1009 17 of 8

Supplementary Materials
Integrative Analysis of the Predictive Value of Perilipin Family

on Clinical Significance, Prognosis and Immunotherapy
of Glioma

Xuanxuan Li 2%, Kuo Kang 34t, Lin Shen !, Liangfang Shen ! and Yangying Zhou 2*

1 Department of Oncology, Xiangya Hospital, Central South University, Changsha 410008, China

National Clinical Research Center for Geriatric Disorders, Xiangya Hospital, Central South University,
Changsha 410008, China

3 Department of General Surgery, Xiangya Hospital, Central South University, Changsha 410008, China
Hunan Key Laboratory of Precise Diagnosis and Treatment of Gastrointestinal Tumor, Xiangya Hospital,
Central South University, Changsha 410008, China

Correspondence: 22021144@csu.edu.cn

t These authors contributed equally to this work.



Biomedicines 2023, 11, 1009

17 of 8

PLIN1

IDH status: WT

PLIN2

IDH status: WT

PLIN3

IDH status: WT

PLIN4

IDH status: WT

i PLING 1.0 PLING
Low Law
os ] —— High —— High —— High
. 0.5
= =
g 5
0.6 B
0.5 -]
£ £
E 0.4 E 0.4
A 024 Ovaran Su oo F— 2 02 Cverai Su
HR = 1.04 (0.60-1.60) HR = 1.64 [0.61-2.03) HR = 1.23(0.71-2.11)
0.0 P =0.007 0.0 P=oass
L Bg:  _no0 190 200 © 50 100 150 200 o 50 100 150 200 o s0 100 150 200
Time (months) Time (months) Time (months) Time (months)
F IDH status: Mut G IDH status: Mut H IDH status: Mut I IDH status: Mut
1.0 PLING 4 1.0 PLIND 1.0 PLING
—— Low o Low
oed —— High —— rugn —— righ
29 = = 08 = 081
£ o0s £ _g-ue- .g-u.s—
30.47 g S 0.4 E 0.4
5 H - -
@ | @ A ]
029 Suvaran Survial Ovoran Surivar LLI 0.2 02 ovaran survivat
HR = 0.78 (0.60-1.21) HR = 1.34 (0.86-2.00) ' b HR = 1.13 (0.73-1.75)
00 P=o26s 0.0 P=o104 0o P-o0183 0.0 P-osez
o 50 g0 180 L L) 190 a 50 100 150 o 50 100 150
Time (months)

Time (months)

1p/19q codeletion: codel
PLINT

N

1p/19q codeletion: codel

Time (months)

1p/19q codeletion: codel

Time (months)

1p/19q codeletion: codel

=

Survival probability

PLINS

IDH status: WT
PLINS
— L

—— High

G

Survival probability

a 50 100 150 200

Time (months)

IDH status: Mut

o 50 100 150

Time (months)

1p/19g codeletion: codel

PLINZ N 1o PLING 0 o
—— Low —— Low —— Low
on —— High —— rign —— High -
4 J 0.8
£ 2% z & z
b= = = =1 =
gu.s- £ o6 ] _éos 2 os
4 g g g 8
2 04 E 0.4 = T 04 B o4
g E e £ £
[ 3 .., ] 3 @ @
021 overan Survival 027 overall Survival Overail Survival 02 I Survival 029 overall Survival
HR = 0.63 (0.27-1.46) HR = 0.84 (0.36-1.92) HR = 0.51 (0.21-1.23) 42 (0.81-3.28) HR = 0.70 (0.30-1.60)
0.0 P=ozss 004 P=osr7 0.0 P=0133 0.0 P=oaus 0.0 P-o3ss
. . v T T - T T v v v v v v v v r r . .
o 50 100 150 ) 50 100 150 o 50 100 150 0 50 100 150 o 50 100 150
Time (months Time (months Time (months) Time (months Time (month:
e (months)
1p/19q codeletion: non-codel 1p/19g codeletion: non-codel . 1p/19q codeletion: non-codel 1p/19q codeletion: non-codel
| PLNT Q 10 PLINZ R 1p/19q codeletion: non-codel & 1.0 PLING -
=i Tow T Eow 10 PLING —+— Low
—= High —— Hign —— Low o8 —— High e
0.8 4 08 —+— High =
z = =08 = £
5 = = 8 -
gnﬁ- JE"'B ﬁcs E®° éu.e
- 5
a (e
= = g T 04 =
T 04 8 o4 B 04 = = 04
g 2 2 g =
B 2 B 42 = @ o2 B oz
# 7 overall Survival Overall Survival P02 L s boinsis e, (AN Overall Survival
HR = 0.63 (0.43-0.93) HR = 2.34 (1.50-3.44) (i Sucyive 2 LIBNEENTE HR =165 (1.13-2.42)
o] Penme oo Peos HR = 1.63 (1.12:2.37) 00 P=03ss S
X ; 0.0 P=oon 0.0 .
v . v r v v ' v ' ' . ' ' . .
o 50 100 150 200 0 50 00 150 200 - s T T a— 9 By, 100 180 = 0 50 100 150 200

Time (months)

Time (months)

Time (months)

Time (months)

Time (months)

Figure S1. Prognostic analysis of PLINs family in different subgroups of LGG. (A-]J) Overall survival analysis of PLIN1-5 mRNA expression in LGG IDH mutant
and wild type.(K-T) Overall survival analysis of PLIN1-5 mRNA expression in LGG 1p/19q coding and non-coding.



A

punt oo IRRRNEERRRRRREEERRRRRRRE RNy mn
punz —ox IERRRRRRRRRRRREERRRRREREE RN nnnnnnnmyymmn
puns e |EEERRNNNRRRENEERRRRREE RNy
pune 2o IRNNREERRERRERRRRRRRREREER R’’’
euns <o IRNREEERRERRRREERRRRRRRRER RN mnnnnnnm,mymmn

Genetic Alteration § Missense Mutation (unknown significance) N Truncating Mutation (unknown significance) || Amplification ] Deep Deletion || No alterations
B C D E
5%:
100% Yogrank Tast PV 0.004 T Logrank Test P-Value: 0.765 | 100% Logrank Tes! P-Value: 0.789
A5
0% — 90%
E % 80% 0% 80%
g - s 0% 0% 70%
| 2 un i 0% & o
e g 50%: j 50% ﬁ 50%
. P ¥
Structural variant data | # g
Mutation data| 4 0% =4 0%
CNA data| + 20%- 20% 20%-
0% 19 10%
\ 1 N ——— \_ﬁ_‘_‘_‘ | \”L\—..
% 10 20 30 40 50 60 70 80 90 100 110 120 L 2 <) o o) - e 2 L o HE e L 10 20 30 40 50 60 70 a0 0 100 110 120
Months of disease-spacific survival

Qverall Survival (Months) bi i Progress Free Survival (Months)
Overall Progression Free
W Ahred group
W Altered group W Unaliered group W Atered group
W Unaliered group W Unaltered group
® Muaon ® Ampificaton e Deep Deletion

Figure S2. Genetic alterations of the PLINs family in GBM.(A-B) Frequency and type of genetic alterations of PLINs in GBM. (C-E) Prognostic analysis of
genetically altered and non-altered groups of PLINs families in GBM.
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Figure S3. Immune infiltration score of PLINs family in LGG.(A) Correlation of PLIN1-5 expression with stromal scores in LGG. (B) Correlation

of PLIN1-5 expression with immune scores in LGG. (C) Correlation of PLIN1-5 expression with ESTIMATE scores in LGG.
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Figure S4. Immune infiltration score of PLINs family in GBM.(A) Correlation of PLIN1-5 expression with stromal scores in GBM
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expression with immune scores in GBM. (C) Correlation of PLIN1-5 expression with ESTIMATE scores in GBM.
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Figure S5. Correlations between PLINs expression and drug sensitivity from Cellminer database. (A-C) The expression of PLIN1 was negatively correlated with
the drug sensitivity of Trametinib, AEE-788 and Adavosertib. (D-E) The relationship between PLIN2 and drug reactivity of Dabrafenib and Selumetinib. (F) The
correlation between PLIN3 and drug reactivity of Telatinib. (G) The correlation between PLIN4 and drug reactivity of Trametinib. (H) The correlation between

PLIN5 and drug reactivity of Linsitinib.



Figure S6. Heat map of PLINs family gene-related genes in LGG patients. (A) Top 50 genes positively associated with PLINs family genes. (B)

Top 50 genes negatively associated with PLINs family genes.
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Table S1. Clinicopathological characteristics of patients from TCGA cohort.

Characteristics Category Number of cases (%)
Age, median (IQR) 45 (34, 59)
Gender

Male 401 57.4

Female 298 42.6

Histological type

Astrocytoma 196 28.0

Oligoastrocytoma 135 19.3

Oligodendroglioma 200 28.6

Glioblastoma 168 24

WHO grade

G2 224 35.2

G3 245 38.5
G4 168 26.4

Table S2. Clinicopathological characteristics of patients from CGGA cohort.

Characteristics Category Number of cases (%)
Age, median (IQR) 42 (35, 51)
Gender

Male 601 59.0

Female 417 41.0

Histological type

Astrocytoma 175 17.2

Oligoastrocytoma 9 0.9

Oligodendroglioma 112 11.0

Anaplastic oligodendrogli- 94 9.2

oma

Anaplastic oligoastrocytoma 21 2.1

Anaplastic astrocytoma 214 21.0

Glioblastoma 388 38.1

Unknown 5 0.5

WHO grade

G2 291 28.6
G3 334 32.8

G4 388 38.1




