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PCA plot of the log-transformed raw expression data
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B
PCA plot of the RMA normalized data (human miRNA only)
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Supplemental Figure S1. Principal component analysis (PCA) of raw and RMA-normalized pro-
cessed data on the microarray. (A) Plot of the PCA of log-transformed raw expression data. (B) Plot
of the PCA of Robust Multichip Average (RMA) normalized data.
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Supplemental Figure S2. Validation of miRNA markers by qPCR. qPCR analysis of chosen miRNAs
in serum in patients with ovarian cancer (A) in urine in patients with ovarian cancer (B).



