Figure S1. Analysis of polysaccharide extract of Epimedium by HPLC
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Figure S2. Chromatogram of mixed standard

According to the polarity of the standard
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Peak table
Detector A 190nm
Peak Retention Area Area% Altitude | Altitude% | Concentration
number time
1 1.630 37937 0.481 5616 1.430 0.000
2 3.195 77863 0.986 16205 4.126 -0.000
3 3414 106268 1.346 18582 4731 0.000
4 3.743 873906 11.071 123019 31.319 0.004
5 5.431 136885 1.734 22923 5.836 0.000
6 7.950 12316 0.156 464 0.118 0.000
7 8.368 1636238 20.728 112080 28.534 0.000
8 8.689 5004895 63.403 93163 23718 0.000
9 10.866 7530 0.095 737 0.188 0.000
SUM 7893838 100.000 392789 100.000




Figure S3. The data of Molecular weight determinations.
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