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Table S1. AMR genotypes in tet(X4)-producing Escherichia coli isolates.

Antibiotic resistance determinants Numbers Ratio/%
Carbapenems blanpm:s 8 1.3
blaNDM.1 1 0.2
Colistin mer-1.1 77 12.6
mcr-3.1 3 0.5
Tigecycline tmexC-tmexD-topr]1 7 1.1
Aminoglycosides dfrA12 325 53.0
dfrAl4 110 17.9
dfrA17 66 10.8
dfrAS 52 8.5
dfrAl 17 2.8
aph(6)-1d 314 51.2
aph(3")-Ib 288 47.0
aph(3")-la 173 28.2
aph(4)-la 65 10.6
aadA?2 331 54.0
aadAl 292 47.6
aadA22 92 15.0
aadAS 45 7.3
aac(6")-1lc 1 0.2
aac(6")-Ib-cr5 22 3.6
aac(3)-11d 108 17.6
aac(3)-IVa 65 10.6
aac(3)-1le 5 0.8
aac(3)-1lg 1 0.2
B-Lactamase blacrx-m-14 50 8.2
blaCTx.M.ss 49 8.0
blactx-m-ss 44 7.2
blaCTx.M.ls 4 0.7
blaCTx.M.3 3 0.5
blaCTX_M_24 3 0.5
blaCMY_z 18 2.9
blaTEM 545 889
blaSHv.lz 5 1 8.3
blaDHA.1 4 0.7
blaOXA,l 12 2.0
blao)(A.lo 14 2.3
blao)(A.zgz 3 0.5
Rifampicin arr-3 18 2.9
Chloramphenicol cmlAl 239 39.0
catB3 22 3.6
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Figure S1. Phylogenetic subtree of Lineage IV isolates extracted from the tree in Figure 5. Column
(D depicts isolate isolation countries; (2) denotes the distribution of years; (3) denotes sample
sources. The detailed information in (1-(3) is shown in the key using various colors.



