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Figure S1. MALDI-TOF -MS analysis of Fengycins.
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Figure S2. LC/MS analysis of the LPs crude.
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Figure S3. HPLC of the iturin A and the methanol elution.
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Figure S4. Mass spectroscopy of the antifungal compound FP1. (a) positive-ion mode, (b) negative-

ion mode.



