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Figure S1. Phylogenetic analysis of 165 rRNA sequence of W. coagulans PL-W.

Metabolism
Carbohydrate metabolism
Energy metabolism
Lipid metabolism
Nuclectide metabelism
Amino acid metabolism
Metabolism of other amino acids
Glycan biosynthesis and metabolism
Metabolism of cofactars and vitamins
Metabolism of terpencids and polyketides
Biosynthesis of other secondary metabolites
Xenobiotics biodegradation and metabolism
Genetic Informaticn Processing
Transcription
Translation
Folding, sorting and degradation
Replication and repair
Environmental Information Processing
Membrane transport
Signal transduction
Signaling molecules and interaction
Cellular Processes
Transport and catabolism
Cell growth and death
Cellular community - prokaryotes
Cell motility

180

241
156

38
.14
-24

T T T T T
300 400 500 600 700

Number of Genes

T T
0 100 200



Percent of Genes

0.1

Figure S2. KEGG category distribution of functional annotation results.
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Figure S3. WEGO category distribution of functional annotation results.
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Figure S4. Evaluation of hemolytic activity of W. coagulans PL-W in Columbia blood agar plates.



