

  foods-12-00929




foods-12-00929







Foods 2023, 12(5), 929; doi:10.3390/foods12050929




Article



A Systematic Quantitative Determination of the Antimicrobial Efficacy of Grape Seed Extract against Foodborne Bacterial Pathogens



Melina Kitsiou 1,2, Lisa Purk 1,2, Jorge Gutierrez-Merino 3, Kimon Andreas Karatzas 4, Oleksiy V. Klymenko 1[image: Orcid] and Eirini Velliou 1,2,*[image: Orcid]





1



School of Chemistry and Chemical Engineering, University of Surrey, Guildford GU2 7XH, UK






2



Centre for 3D Models of Health and Disease, Division of Surgery and Interventional Science, University College London, London W1W 7TY, UK






3



School of Biosciences and Medicine, University of Surrey, Guildford GU2 7XH, UK






4



Department of Food and Nutritional Sciences, University of Reading, Reading RG6 6AD, UK









*



Correspondence: e.velliou@ucl.ac.uk







Academic Editors: Maria Lavilla and Félix Amárita



Received: 1 February 2023 / Revised: 15 February 2023 / Accepted: 17 February 2023 / Published: 22 February 2023



Abstract

:

Concerns regarding the role of antimicrobial resistance (AMR) in disease outbreaks are growing due to the excessive use of antibiotics. Moreover, consumers are demanding food products that are minimally processed and produced in a sustainable way, without the use of chemical preservatives or antibiotics. Grape seed extract (GSE) is isolated from wine industry waste and is an interesting source of natural antimicrobials, especially when aiming to increase sustainable processing. The aim of this study was to obtain a systematic understanding of the microbial inactivation efficacy/potential of GSE against Listeria monocytogenes (Gram-positive), Escherichia coli and Salmonella Typhimurium (Gram-negative) in an in vitro model system. More specifically, for L. monocytogenes, the effects of the initial inoculum concentration, bacterial growth phase and absence of the environmental stress response regulon (SigB) on the GSE microbial inactivation potential were investigated. In general, GSE was found to be highly effective at inactivating L. monocytogenes, with higher inactivation achieved for higher GSE concentrations and lower initial inoculum levels. Generally, stationary phase cells were more resistant/tolerant to GSE as compared to exponential phase cells (for the same inoculum level). Additionally, SigB appears to play an important role in the resistance of L. monocytogenes to GSE. The Gram-negative bacteria under study (E. coli and S. Typhimurium) were less susceptible to GSE as compared to L. monocytogenes. Our findings provide a quantitative and mechanistic understanding of the impact of GSE on the microbial dynamics of foodborne pathogens, assisting in the more systematic design of natural antimicrobial-based strategies for sustainable food safety.
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1. Introduction


Food consumption trends have changed drastically over the last years. Consumers are now demanding products that are minimally processed and as free as possible from chemical preservatives and antibiotics [1,2,3]. Additionally, concerns regarding the role of antimicrobial resistance (AMR) in disease outbreaks are growing [4]. Pathogenic bacteria that are resistant to antimicrobials can infect people via multiple routes due to their resistance and higher survival likelihood in multiple environments. More specifically, contamination routes can be through food, water, and environmental contaminants as well as through direct animal contact. In addition, infections caused by resistant bacteria could be difficult to treat, necessitating administration of multiple antimicrobials [5]. The main factor driving AMR is the excessive use of antimicrobials, i.e., tetracyclines, penicillin, and sulphonamides are the most commonly used drugs in animals, in livestock, crops and along the production chain [6,7]. Nevertheless, reducing the use of (commonly used) antimicrobials through finding novel control strategies is a key factor for managing the upcoming AMR crisis [8,9]. Moreover, as a result of climate change, environmental consciousness is more prevalent than in the past, prompting the food industry to adopt a more sustainable approach to the production design [10,11]. Sustainable production could be achieved through the implementation of environmentally friendly processing technologies, the replacement of traditional energy-consuming heat-processing technologies, a reduction in waste and the valorisation of food by-products within the food industry [10,11].



The possibility of using natural antimicrobials to replace chemical preservatives and the extensive use of antibiotics has been one of the major goals of the food industry [12]. By using natural antimicrobial components, health risks associated with chemical additives and AMR could be reduced [13,14,15].



Fruit and vegetable by-products are particularly interesting as sources of natural antimicrobials, especially when aiming at increasing sustainable processing in the food industry. Valorising waste of a food processing line which otherwise would have been disposed provides additional motivation for researching their antimicrobial activity as it contributes to the reduction in food waste [16]. Fruit and vegetable by-products such as peels originating from lemon, orange, banana, pomegranate, potato, grape or apple and seeds from mango, grape and avocado have already showcased promising antimicrobial activity. This antimicrobial activity has been attributed to the presence of different groups of polyphenols depending on the fruit by-product [17,18,19,20,21,22,23,24].



Grapes are one of the world’s most valuable crops. The global annual production reaches 25 million tonnes. Grape by-products are generated from grape processing to produce wine and juice. They represent approximately 20% of the total weight of the grape, making their disposal a challenging problem for wineries and the grape juice industry [25,26]. Grape by-products consist of the skins, seeds and, in some cases, the stems of the fruit [27,28]. Some studies have indicated that grape seed extract (GSE) contains the highest concentration of antioxidant and antimicrobial compounds, such as polyphenols, in comparison with other grape by-products [26,29,30,31]. GSE has also been generally recognised as a safe (GRAS) food additive allowing its wider use as an antioxidant. However, to date, GSE is not commonly utilised as an antimicrobial agent [32,33]. The concentration of polyphenols in grape pomace is affected by many parameters, namely, grape variety, climate at the place of origin and time of harvesting [34,35]. For example, grape pomace from the Syrah variety has been reported to have lower phenolic content than the Merlot variety with 1013 and 2022 mg gallic acid equivalent (GAE)/100 g, respectively. [36]. In addition, the method of extraction such as the type of solvent in solvent-based extractions or operational parameters of other methods such as ultrasound, pulsed electric fields, hyper-pressure, used for assisting the extraction, can have a major influence on the composition and concentration of the final extraction product [37,38,39].



Several studies have investigated in depth the antioxidant activity and possible methods to extract the bioactive compounds from grape by-products [27,37,40,41]. Additionally, it has been shown that grape pomace extracts have antimicrobial properties [27,34,42,43,44,45,46]. The bacterial inactivation by GSE has been attributed to various mechanisms of action such as the ability of polyphenols to penetrate bacterial cell walls and the antibacterial activity of tannins to inactivate extracellular enzymes. In addition, GSE is able to form complexes with metal ions resulting in their depletion from the bacterial environment. [47,48]. Metal ions are necessary for pathogenic bacteria to preserve protein structure and function and maintain their pathogenicity; therefore, their blockage by GSEs leads to bacterial damage [49].



Most studies have focused on the extraction of polyphenols from locally produced grape pomaces and on whether these extracts have a microbial inhibitory effect. More specifically, those studies have been conducted in different parts of the world, i.e., the USA, Turkey, Croatia, Portugal, Brazil, and Spain and on various microorganisms, i.e., Listeria spp., Bacillus spp., E. coli, Staphylococcus aureus, Salmonella enterica, and Pseudomonas aeruginosa [27,34,42,43,44,45]. However, in those studies, there was no systematic quantitative monitoring of the microbial dynamics/kinetics over time. To determine the microbial inhibitory effect, the most common methods used by all of the above studies are the agar/disk diffusion test and the minimum inhibitory concertation [50]. These tests are very useful to rapidly confirm the inhibitory activity of a substance but provide no information regarding the exact quantitative inactivation dynamics of the microorganism under research. Consequently, it is not possible to use only such results for the robust design of an industrial or clinical treatment process.



To the best of our knowledge, there are very limited studies quantifying the antimicrobial activity of GSEs, and those studies were mostly conducted on specific food products, mainly in meat products, making the extrapolation of their findings to other products challenging. GSEs have showcased good antimicrobial activity against Gram-positive bacteria. For example, the agar diffusion test has shown that GSEs were effective against L. monocytogenes, Bacillus cereus, Enterococcus faecalis, Enterococcus faecium, S. aureus, Staphylococcus epidermidis and Mycobacterium smegmatis [42,47,51] Additionally, the anti-listerial activity of the GSE has been shown by some studies carried out in nutrient broth, meat products (turkey Frankfurters and ground and cooked beef) and/or seafood (shrimps) [29,52,53,54,55] However, results are contradictive regarding the inactivation of Gram-negative bacteria [40,47,55]. For instance, Baydar et al., (2006) observed that 1% GSE inhibited E. coli and S. Typhimurium in an agar diffusion test. However, in a study by Corrales et al., (2009) using the same methodology, no inhibition was observed for those bacteria [47].



In studies where nutrient broths were used instead of an actual food product, the microbial concentration was measured mostly once post-treatment [48,56,57]. Systematic monitoring of the post-treatment bacterial dynamics can help observe potential inactivation trends and/or potential post-treatment bacterial re-growth and/or resistance, especially in the early stages of bacterial growth. Lastly, the majority of the published papers used bacterial cultures in the stationary phase of growth in which the cells are more resistant to antimicrobials [29,32,52,58]. This might not completely represent the reality, i.e., the growth phase of microorganism after food contamination occurs. For example, if only a few hours have elapsed after the food contamination event, the microbial cells could be in the exponential growth phase. During the exponential growth phase, the stress response of the cells is reported to be different, as certain transcriptional regulators that control gene expression do not reach their peak until the stationary growth phase [59,60]. One of these regulons is the alternative sigma factor, encoded by sigB in Gram-positive bacteria such as L. monocytogenes. SigB is altered in response to varying environmental conditions and it plays a major role in the stress adaptation of L. monocytogenes in multiple types of stress such as thermal, acid or osmotic stress [60,61,62]. In addition, the antimicrobial resistance to certain bacteriocins such as nisin and lacticin 3147 is affected by SigB [61,63]. However, there are no studies reporting the role of SigB in the presence of natural antimicrobials and GSE in particular.



Overall, despite their great potential, in order to use grape by-products effectively as natural antimicrobials on a larger scale, additional research is required. The purpose of this study is to examine the systematic microbial dynamics of Gram-negative (E. coli and S. Typhimurium) and Gram-positive (L. monocytogenes) foodborne pathogens and their stress mutants in different growth phases and at different concentrations (inoculum levels), as a function of GSE concentration, using a liquid in vitro model system, i.e., Tryptone Soy Broth with Yeast Extract (TSBYE), which is a well-defined, reproducible, nutrient-rich medium used extensively in the literature for fundamental microbial studies [50,52,64,65,66,67,68,69]. Such a systematic comparative study will shed light on the impact of the type of bacteria, their growth phase, inoculum concentration and (environmental) stress state on the bacteriostatic and bactericidal effect of GSE. This knowledge can lead to the more accurate incorporation of GSE in food processing for microbial inactivation purposes, individually or in combination with other novel technologies, enabling the attainment of sustainable food processing.




2. Materials and Methods


2.1. Inoculum Preparation


The following microbial pathogens were studied: (i) Listeria monocytogenes, (ii) Escherichia coli, (iii) Salmonella enterica serovar Typhimurium. These bacteria were selected as they account for the majority of foodborne illnesses. Furthermore, L. monocytogenes in particular has the highest reported fatality rate [70]. Additionally, a mutant strain of L. monocytogenes was used to determine the significance of its environmental stress response and/or survival in presence of grape seed extract (GSE). Stock cultures of L. monocytogenes 10403S WT, L. monocytogenes 10403S ΔsigB, E. coli MG1655 and S. Typhimurium ATCC 14028 were stored in Tryptone Soy Broth (TSB, Oxoid Ltd., UK) supplemented with 15% glycerol at −80 °C. The inoculum preparation took place as previously described [3,71,72,73,74,75,76,77]. More specifically, a loopful of thawed culture was inoculated in 20 mL TSB supplemented with 0.6% of Yeast Extract (TSBYE) and cultured in a shaking incubator at 37 °C and 175 rpm for 9.5 h. Thereafter, 20 μL was transferred in 20 mL TSBYE and cultured for another 15 h until the early stationary phase was reached (109 CFU/mL). For the experiments where cells in the mid-exponential phase were used, cells were further cultured (for another growth cycle) at 37 °C and 175 rpm until the mid-exponential phase was reached (105 CFU/mL).




2.2. Preparation of GSE Solution


The present study used commercially available GSEs (Batch No. 000128872, Bulk, Colchester, UK). According to the manufacturer, the powder contains a minimum of 95% oligomeric proanthocyanidins. The GSE powder was dissolved in TSBYE at 1% and 4% w/v and autoclaved (GSE concentration will be expressed simply as per cent in this manuscript from now onwards). These GSE concentrations were determined based on preliminary tests (results not shown). The autoclaved TSBYE-GSE solution was stirred overnight to ensure homogeneity.




2.3. Microbial Dynamics in the Presence of GSE


To examine the effect of GSE against the tested pathogenic bacteria, cells (obtained as described in Section 2.1) were appropriately diluted in TSBYE medium and transferred via pipetting to 1% and 4% TSBYE-GSE solutions. Additionally, all bacteria were inoculated in TSBYE without GSE (controls). For L. monocytogenes, different initial inoculum concentrations (105 and 108 CFU/mL) and growth phases (stationary and mid-exponential) were studied. Testing different initial cell concentrations reveals if the same GSE concentration would be effective for heavier contaminations. The initial population of E. coli and S. Typhimurium was approximately 105 CFU/mL and only stationary phase cells were studied, as the inhibitory effect of GSE was much weaker than that for L. monocytogenes even for (stress-adapted) stationary phase cells where maximum resistance is expected (see Section 3). All tested parameters can be seen in Table 1.



After inoculation, the samples were kept at 37 °C. The bacterial survival was systematically monitored for up to 24 h post-treatment (at 0, 2, 4, 8, 12, 18, and 24 h) using the plate count method in non-selective agar, i.e., Tryptone Soy Agar supplemented with 0.6% of Yeast Extract (TSAYE, Oxoid Ltd., Basingstoke, UK).




2.4. Statistical Analysis


At least two independent experiments with 3 replicate samples were conducted. For each replicate sample, the mean, standard deviation, and standard error were calculated. To compare two mean values, the Student’s t-test was used. For p < 0.05, the difference between two unrelated groups was considered statistically significant. In the plots below, the mean value is presented with error bars representing the standard deviation. In cases where the viable cell count was below the detection limit (<10 CFU/mL) the number was set to 1 log CFU/mL. Statistical analysis was performed using Microsoft Excel.





3. Results and Discussion


3.1. The Impact of GSE on the Microbial Dynamics of L. monocytogenes


In order to perform a systematic study of the impact of grape seed extract (GSE) on the microbial dynamics of L. monocytogenes in an in vitro liquid system, different parameters were varied, namely: (i) the concentration of GSE, (ii) the initial inoculum concentration, and (iii) the microbial growth phase. Additionally, the isogenic ΔsigB mutant of L. monocytogenes was used to explore the potential mechanism of inactivation of GSE on L. monocytogenes. As previously mentioned, SigB is a stress gene regulator that is crucial for L. monocytogenes to adapt in multiple environmental stresses such as thermal, acid or osmotic stress [60]. Therefore, the absence of SigB might increase the sensitivity of L. monocytogenes when treated with GSE.



To the authors’ best knowledge this is the first study performing a systematic quantitative comparison of the effect of those parameters on the action of GSE against L. monocytogenes.



3.1.1. The Impact of the Bacterial Initial Inoculum Concentration on the Activity of GSE against L. monocytogenes


To investigate the impact of the initial inoculum level on the action of GSE against L. monocytogenes 10403S WT, two different initial bacterial concentrations were used, i.e., 105 CFU/mL and 108 CFU/mL, representing different levels of contamination of the in vitro system. Bacteria were (pre-)grown to stationary phase and appropriate dilutions were performed to reach 105 CFU/mL and 108 CFU/mL. Thereafter, the bacterial cells were added in TSBYE containing different concentrations of GSE, i.e., 1% and/or 4%. The GSE concentrations were selected based on previous studies that showed that 1% GSE had inhibitory activity (agar diffusion test) [47,51,55] and on preliminary tests (data not shown).



As can be seen in Figure 1a, 1% GSE caused a significant microbial inactivation for 105 CFU/mL initial inoculum concentration. More specifically, after 8, 12, 18 and 24 h, the inhibition of the treated sample was equal to 1.46, 2.37, 2.76 and 2.94 log CFU/mL, respectively. In addition, after 24 h, the difference between the treated sample and the control sample was equal to 6.24 log CFU/mL. As the inactivation of L. monocytogenes (105 CFU/mL) by 1% GSE was substantial (~3 log CFU/mL after 24 h), the higher concentration of 4% GSE was not applied for the initial concentration of 105 CFU/mL.



At a higher initial inoculum concentration (108 CFU/mL), 1% GSE was less effective against L. monocytogenes (Figure 1b). More specifically, the observed trend shows a bacteriostatic rather than a bactericidal effect. However, when the GSE concentration was increased to 4%, a substantial decrease in bacterial cell concentration was seen. More specifically, the inhibitory activity followed a similar trend to the inactivation of L. monocytogenes at 105 CFU/mL challenged by 1% GSE (Figure 1a). After 8, 12, 18 and 24 h, the inhibition of the treated sample was equal to 1.27, 2.08, 2.60 and 2.93 log CFU/mL, respectively. These findings indicate that the inoculum concentration has a significant impact on the inactivation efficacy of GSE. Generally, as previously stated, studies investigating the impact of GSE against L. monocytogenes are limited and most are food-specific. To the best of our knowledge, there is no study altering the initial microbial concentration, and only some studies alter the GSE concentration. For example, Ahn et al. (2004) showed, for an initial microbial load of 104 CFU/mL in liquid nutrient media (TSBYE), that the cell concentration of L. monocytogenes was below the detection limit after 16 h of treatment with 0.6% GSE. When the GSE concentration increased to 1%, L. monocytogenes was completely inhibited after 8 h of GSE treatment [54]. Additionally, Sivarooban et al. (2007) observed a reduction in L. monocytogenes of 2 log CFU/mL after 24 h. The cells were challenged with 1% GSE in liquid nutrient medium (TSBYE) and the initial load was slightly higher (approx. 5 × 106 CFU/mL) [52].



Overall, these findings show that the amount of GSE and the microbial concentration in the sample affect the inactivation potential of GSE. Hence, the amount of GSE that could be used for industrial or clinical microbial inactivation purposes needs to be proportional to the contamination in the sample.




3.1.2. The Impact of the Bacterial Growth Phase on the Activity of GSE against L. monocytogenes


Most studies investigating the inhibitory activity of natural antimicrobials use cells in the stationary growth phase [29,32,52]. However, contaminations in the food industry can occur at any stage of food processing; therefore, bacterial cells could exist in food products at different growth phases. As previously mentioned, stationary phase cells usually have a fully developed response to environmental stresses making them more tolerant to the exposure to various treatments including natural antimicrobials [58,59,78]. For this reason, it is highly important to study the antimicrobial activity of GSE in different growth phases of bacteria. To examine the effect of GSE in different growth phases (further to stationary phase cells studied in Section 3.1.1), mid-exponential phase cells (105 CFU/mL) were inoculated in TSBYE containing 1% GSE. This GSE concentration was selected based on our previous findings (Section 3.1.1), as we have seen that 1% GSE concentration caused substantial cell inhibition, when the initial inoculum concentration of stationary grown cells was 105 CFU/mL (Figure 1a).



As can be seen in Figure 1, generally, 1% GSE resulted in the microbial inactivation of L. monocytogenes for both stationary and mid-exponential phase cells. Furthermore, as can be seen in Figure 1c, the microbial population post-GSE treatment was mostly lower in mid-exponential phase cells as compared to stationary phase cells (Figure 1a), i.e., a greater inactivation was achieved. The literature suggests that cells in the mid-exponential growth phase can be more sensitive to different treatments in comparison with cells in the stationary phase [58,78]. This can be explained by the fact that once a cell enters the stationary phase, the cell’s morphology, physiological state and gene expression alter substantially. The cells become smaller and rounder and the thickness of the peptidoglycan layer of the cell membrane increases. The alternative sigma factors are more active during the stationary phase, and for this reason, the characteristic proteins required for the bacterial survival are generated mostly during this phase [79]. Hence, it is expected that cells are more sensitive to harsh environmental conditions in the exponential phase as compared to the stationary phase of growth. To the best of our knowledge, there are no other studies comparing the inactivation ability of GSE in different growth phases; however, a similar sensitivity of exponential cells was observed for other stress factors including natural antimicrobials [78,80,81,82,83,84]. For example, Jydegaard et al. (2000) demonstrated that when L. monocytogenes was challenged in liquid nutrient media by nisin (300 IU/mL) or/and pediocin (320 AU/mL), the inactivation was increased in mid-exponential cells in comparison to stationary phase cells. Similarly, it was observed that mid-exponential cells of S. aureus had a population reduction of 4 log CFU/mL after 3 h of exposure to liquid nutrient media containing 15 μg/mL of propolis. The inactivation in the late-exponential and stationary phase was much less, i.e., 0.87 and 0.28, respectively [84].



However, as can be seen in Figure 1c, the inactivation dynamics of L. monocytogenes cells from mid-exponential phase also showed great variation between samples (Figure 1c). The cause of this high variation can be attributed to the heterogeneity of cells in the mid-exponential phase [85]. A similar variation in the inactivation of exponential phase bacterial cells has been reported for various bacteria and for other stress factors as well [86,87,88,89]. For example, in a study by Coroller et al. (2006), cells in different growth phases of L. monocytogenes were subjected to acidic stress in liquid nutrient media containing hydrochloric acid (pH = 3.3). The initial inoculum concentration of L. monocytogenes was 107 CFU/mL. Higher variation was observed between replicate experiments for exponential phase cells as compared to stationary phase cells [89]. Furthermore, in a study by Ortuno et al. (2012), when E. coli (107 CFU/mL) was treated in liquid nutrient media with supercritical carbon dioxide, the variation in microbial dynamics was much higher in early exponential phase cells in contrast to early stationary phase cells [86]. The magnitude of the variation might depend on the type of treatment. For milder inactivation methods, such as treatment with natural antimicrobials, the variation in inactivation in exponential phase cells could be greater, as during exponential growth low numbers of persistent cells can be formed when exposed to a sublethal dose of antimicrobials [90,91,92]. These cells are a subpopulation resistant to the natural antimicrobial, which can survive the inactivation, while the rest of the cells remain susceptible. Therefore, the growth phase of the bacterial cells is an important factor to be considered when validating decontamination processes, especially as changes in the physiological state of the cells could substantially alter the treatment response.




3.1.3. The Impact of sigB on the Activity of GSE against L. monocytogenes


As shown in Section 3.1.2, the growth phase of bacterial cells had a substantial impact on the antimicrobial activity of GSE. As discussed previously, the bacterial growth phase is directly linked to the tolerance of the cell under environmental stresses. The sigB gene is partly responsible for the ability of L. monocytogenes to survive and adapt through various environmental stresses and is over-expressed during the stationary phase [60,93]. Therefore, to elucidate the role of the environmental stress response and/or survival of L. monocytogenes against GSE, further experiments were performed using a mutant of L. monocytogenes, in sigB (ΔsigB). As stated in Section 3.1.1, the level of microbial inactivation for the wild type L. monocytogenes was substantial (~3 log CFU/mL reduction) when the initial inoculum concentration was 105 CFU/mL and when the bacterial cells were challenged with 1% GSE. A similar trend was observed at higher inoculum and GSE concentration (108 CFU/mL) for 4% GSE. The same parameters were tested using the mutant ΔsigB strain to enable a direct comparison between the mutant and the wild type. Based on our previous results with the wild type (Section 3.1.1 and Section 3.1.2), stationary phase cells were used as (i) they are the most resistant to mild treatments including GSE (ii) their resistance and response is consistent and shows less variability.



Figure 2a shows the microbial dynamics of the wild type (WT) of L. monocytogenes and the sigB mutant in the presence of 1% GSE. The microbial population of the mutant decreased significantly more than the WT (p < 0.05). The difference in terms of the surviving population between WT and sigB mutant was 0.6 log CFU/mL on average. At higher inoculum and GSE concentrations (108 CFU/mL and 4% GSE), the difference was even more evident (Figure 2b).



These results show that the central gene regulator SigB plays a critical role in the response and potential tolerance of L. monocytogenes to GSE. To the authors’ best knowledge there is no other study reporting the effect of SigB on the inactivation of L. monocytogenes in the presence of GSE. In addition, there are limited studies exploring the impact of SigB on the tolerance of L. monocytogenes to other natural antimicrobials and the results are contradictory [63,94]. For example, Begley et al. (2006) reported that SigB contributed to the survival of L. monocytogenes when challenged in brain heart infusion broth (BHI) supplemented with nisin and/or lacticin 3417. However, in another study by Palmer et al. (2009), the ΔSigB strain exhibited increased resistance in comparison to the WT when inoculated in BHI that contained nisin [94].



A potential explanation of SigB’s role in the resistance of L. monocytogenes to antimicrobials and other stress factors is the regulation of the cell membrane characteristics such as the charge or the lipid composition [63,95]. It has been reported that GSE has the ability to penetrate the bacterial membrane, resulting in cell leakage [47,48,64]. Therefore, the absence of SigB and, thus, the ability to alter the membrane composition as a response to GSE could further decrease the cell tolerance. Alternatively, SigB could potentially control the expression of proteins involved in the expulsion of the antimicrobials from the cell and their absence in the mutant could result in the faster accumulation of GSE in the cell, eventually causing damage and death [63].



The increased sensitivity of ΔSigB in the presence of GSE is particularly interesting as SigB could be an appealing target for the development of novel control strategies against L. monocytogenes, which remains one of the most dangerous and fatal foodborne pathogens [70].





3.2. The Impact of GSE on the Microbial Dynamics of Gram-Negative Bacteria


Our data described in the previous sections show the great potential of GSE to inactivate the Gram-positive pathogen L. monocytogenes. However, to develop wider antimicrobial control strategies, it is of interest to explore whether GSE can act against Gram-negative bacterial pathogens such as E. coli and S. Typhimurium. In general, Gram-negative bacteria are considered to be less susceptible to natural antimicrobials as compared to Gram-positive bacteria [13,57,96]. There are very limited studies of detailed microbial dynamics of Gram-negative bacteria in an in vitro model using GSE. Most studies have either focused on inactivation in specific food products or assessed inactivation only at one time point post-treatment [28,47,55].



As mentioned previously, in order to apply GSE in food processing, it is crucial to evaluate potential inactivation trends, re-growth or resistance, especially during the initial post-treatment period. To study the effect of GSE on the dynamics of Gram-negative bacteria, E. coli and S. Typhimurium, 1% and 4% GSE concentrations were added in the growth media, as per the experiments for L. monocytogenes. The initial inoculum concentration was equal to 105 CFU/mL and stationary phase cells were used to enable a fair comparison between the different bacteria.



As shown in Figure 3, both Gram-negative bacteria under study showed a higher tolerance to 1% GSE in comparison with L. monocytogenes (Figure 1). More specifically, growth was observed for both bacteria in the presence of both concentrations of GSE. However, a disturbance in the growth of E. coli and S. Typhimurium occurred as compared to untreated controls (Figure 3). More specifically, for E. coli, the difference in bacterial concentration between the control and the treated sample (1% GSE) ranged from 0.18 to 0.42 log CFU/mL. Similarly, the population of S. Typhimurium treated with 1% of GSE was below the control sample by 0.10–0.78 log CFU/mL, depending on the time point. As the inactivation with 1% GSE was not substantial, the same inoculum concentration (105 CFU/mL) of E. coli and S. Typhimurium was also challenged with higher concentration of GSE (4%). A significant inhibitory growth effect was shown for 4% GSE at the initial stages of growth (up to 4 h) with the effect becoming statistically insignificant and highly variable between replicate experiments after 4 h of growth for both bacteria under study.



Previously published studies report contradictory results regarding the efficacy of GSE against Gram-negative bacteria [28,47,51,54,55,57,97]. For example, Corrales et al. (2009) performed an agar diffusion test and observed no inhibition effect for either of the Gram-negative bacteria studied, i.e., E. coli and S. Typhimurium, even at the highest concentration of 20%. The lack of inhibition was attributed to the additional outer lipid membrane existing in Gram-negative bacteria preventing antimicrobial compounds from penetrating the cell wall [47]. Similarly, in another study by Kao et al. (2010), which tested the antimicrobial activity of GSE against E. coli and Stenotrophomonas maltophilia (Gram-negative), S. aureus and E. faecalis (Gram-positive) with the agar diffusion test, it was found that Gram-negative bacteria were more tolerant to GSE as compared to Gram positive, which is similar to our findings [57]. In contrast, Ahn et al. (2004) challenged E. coli and S. Typhimurium at inoculum concentration 5 × 104 CFU/mL in liquid nutrient media containing 1% GSE and observed that the decrease in bacterial count was substantial (>3 log CFU/mL) after 12 h of treatment. Later (2007), the same research group studied the effect of GSE (1%) on the microbial kinetics of E. coli, S. Typhimurium, Aeromonas hydrophila and L. monocytogenes in cooked beef during storage (4 °C). A reduction of 1 log (in comparison with the control) was detected in both Gram-negative and Gram-positive bacteria after 9 d of storage [55]. Furthermore, Baydar et al. (2006) used seed extracts of three different grape variants at 1% concentration to challenge E. coli and S. aureus (107 CFU/mL) in liquid nutrient media, and observed a 1.5 log CFU/mL reduction for E. coli and an almost total inhibition for S. aureus after 24 h [51].



Our results indicate that 1% and 4% of GSE have little to no effect on the kinetics of the Gram-negative bacteria, E. coli and S. Typhimurium in nutrient broth at 37 °C (the optimal growth temperature for those bacteria). Therefore, for the efficient inactivation of these bacteria with GSE, a hurdle approach might be required combining GSE with other mild treatments, similarly to hurdle approaches reported to enhance the activity of other antimicrobials such as nisin [3,73,75,98].





4. Conclusions


A systematic study of the microbial inactivation efficacy/potential of grape seed extract (GSE) against L. monocytogenes (Gram-positive), E. coli and S. Typhimurium (Gram-negative) was carried out in an in vitro model system. More specifically, for L. monocytogenes, the effects of the initial inoculum concentration, bacterial growth phase and absence of the environmental stress response regulon (SigB) on the GSE microbial inactivation potential were investigated. In general, GSE was found to be highly effective at inactivating L. monocytogenes. Stronger inactivation was achieved with higher GSE concentrations and lower initial inoculum levels. Generally, stationary phase cells were more resistant/tolerant to GSE as compared to exponential phase cells at the same inoculum level. Additionally, SigB appears to play an important role in the resistance of L. monocytogenes to GSE. The absence of SigB resulted in a higher inactivation potential of GSE against L. monocytogenes. Finally, Gram-negative bacteria (E. coli and S. Typhimurium) exhibited greater resistance to GSE as compared to L. monocytogenes. Our findings shine more light on the potential of GSE as a sustainable antimicrobial strategy in the food industry as well as on parameters that can affect its efficiency against common food-related pathogens.



Future work should focus on combinatory treatments to further challenge and eventually inactivate Gram-negative bacteria which appeared to be more resistant to the use of GSE. An example of such a treatment is the use of GSE in combination with other mild/non-optimal treatments and/or novel technologies such as ultrasound or cold atmospheric plasma.
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Figure 1. Inactivation dynamics of L. monocytogenes 10403S WT at initial inoculum concentration (a) 105 CFU/mL, stationary phase cells (b) 108 CFU/mL, stationary phase cells (c) 105 CFU/mL, mid-exponential phase cells. In all plots, (●) control (w/o GSE), (×) 1% GSE. In the (b) plot, (♦) 4% GSE. In (a,b), each time point represents the average of two independent experiments with three technical replicates per experiment. Error bars show standard deviation. In (c), all replicates (independent experiments) are presented due to high variation between them. 
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Figure 2. Inactivation dynamics of L. monocytogenes 10403S WT and ΔsigB at (a) initial inoculum concentration 105 CFU/mL and 1% GSE (b) initial inoculum concentration 108 CFU/mL and 4% GSE. In both plots (●) control WT (w/o GSE), (+) control ΔsigB (w/o GSE), (×) treated sample WT with 1% or 4% GSE, (♦) treated sample ΔsigB with 1% or 4% GSE. Each time point represents the average of two independent experiments with three technical replicates per experiments. Error bars show standard deviation. 
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Figure 3. Inactivation dynamics of (a) E. coli MG1655 and (b) S. Typhimurium ATCC 14028 stationary phase cells at initial inoculum concentration 105 CFU/mL. In both plots, (●) control (w/o GSE), (×) 1% GSE and (♦) 4% GSE. Each time point represents the average of at least four independent experiments with significant difference (p < 0.05) and three technical replicates per experiment. Error bars show standard deviation. 
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Table 1. Parameters tested in the experiments.






Table 1. Parameters tested in the experiments.





	
Microorganism

	
Growth Phase

	
Initial Population (CFU/mL)

	
GSE Concentration (w/v)






	
L. monocytogenes 10403S WT

	
Stationary

	
105

	
1%




	
108

	
1% and 4%




	
Mid-exponential

	
105

	
1%




	
L. monocytogenes 10403S ΔsigB

	
Stationary

	
105

	
1%




	
108

	
4%




	
E. coli MG1655

	
Stationary

	
105

	
1% and 4%




	
S. Typhimurium ATCC 14028

	
Stationary

	
105

	
1% and 4%
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