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g__Muribaculaceae
f__Muribaculaceae
_Prevotellaceae_UCG_001
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g__Parabacteroides
f_Tannerellaceae

f_ Streptococcaceae

g__ Streptococcus
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c_ Clostridia
f__Lachnospiraceae
o__Lachnospirales

o__ Oscillospirales

f_ Oscillospiraceae
o__Campylobacterales

c_ Campylobacteria
p__Campilobacterota

g_ Helicobacter
f__Helicobacteraceae
spiraceae_NK4A136_group
g_ Bilophila
c__Desulfovibrionia
p__Desulfobacterota
o__Desulfovibrionales
g__UCG_005
p__Deferribacterota
g__NK4A214_group
o__Deferribacterales
f__Desulfovibrionaceae

c_ Deferribacteres
g__Mucispirillum

f_ Deferribacteraceae

_ Mucispirillum_schaedleri
g_ Peptococcus
f__Ruminococcaceae
-achnospiraceae_UCG_001
g__Family_XIlI_UCG_001
ospiraceae_FCS020_group
s_ Clostridium_leptum
;__bacterium_NLAE_zI_H60
g_ Acetatifactor
g__Harryflintia

g_ Oscillibacter

g_ Blautia
achnospiraceae_bacterium
g_ Clostridium

g_ Colidextribacter
g__ASF356
f__Butyricicoccaceae

g_ Butyricicoccus
g__Anaerotruncus
d__Intestinimonas

g_ Clostridium
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