Table S1: Composition of the mix of phospholipid standards used in the analysis performed using C18
RP-LC-MS and MS/MS.

Lipid standard Formula Fatty Acyl Chains Theorical - Quantity
m/z ug

dMPC C36H73NOsP 14:0/14:0 678.5074 0.04
LPC Cy7Hs57NO7P 19:0 538.3873 0.04
dMPG C34He6010P 14:0/14:0 665.4394 0.024
dPPI C41H73013P 16:0/16:0 809.5180 0.08
dMPE C53HesNOsP 14:0/14:0 634.4448 0.04
dMPS C33HssNO1oP 14:0/14:0 678.4346 0.08
dMPA C51HgoOsP 14:0/14:0 591.4026 0.16
CL 56:0 CesH125017P2 14:0/14:0/14:0/14:0 1239.8392 0.16
SM 35:1;02 C41HgoN2OgP 18:1;02/17:0 761.5809 0.04
Cer 35:1;02 Ci35sH70NO3 18:1;02/17:0 552.5356 0.08

Table S2: Lipid molecular species identified in the lipid extracts (LE) of Dunaliella salina by C18 RP-LC-
MS and MS/MS, in positive and negative ion modes. Information on lipid species, chemical formulas, fatty
acyl compositions, theoretical and observed masses, and mass errors (ppm) is shown. C:N/C:N means the
attribution of fatty acyl chains to the position sn-1/sn-2, while C:N_C:N means that the attribution of the
sn-position of fatty acyl chains is not known.

Llpl(dcigsmes Formula Fatty Acyl Chains The’:;);zlcal Ob:;zved (EI::;;)S
[M+H]*
PC 0-31:0 C3oHgNO;P - 706.5751  706.5732  -2.6423
PC 31:1 C3oH77NOsP - 718.5387  718.5389  0.3034
PC32:4 1 C40H73NOgP - 726.5074  726.5052  -3.0034
PC 32:4 2 C4oH73NOsP - 726.5074  726.5049  -3.4163
PC32:4 3 C40H73NOsP - 726.5074  726.5057  -2.3152
PC 052453_11 /P C42HgiINO7P - 742.5751 7425729  -2.9182
PC 0522352 /P C42HsiINO7P - 742.5751 7425726  -3.3222
PC 33:2 1 C41H7oNOsP - 7445543 7445521  -2.9964
PC 33:2 2 C41H7oNOsP - 7445543 7445517  -3.5337
PC 0-34:2 1 C42HgsNO;P - 7445907  744.5882  -3.3804
PC 0-34:2 2 C42HgsNO;P - 7445907  744.5899  -1.0972
PC 34:3 C42H7oNOsP 16:0 18:3 756.5543  756.5511  -4.2297
PC 34:2 CaoHg NOgP 1166:2—1188‘:21; 758.5700  758.5666  -4.4584
PC 34:1 C42HgsNOgP 16:0 18:1 760.5856  760.5825  -4.1179
PC 0-36:4 C44HgsNO,P - 768.5907  768.5907  0.0000
PC 0-36:1 1 Ca4HgoNO,P - 774.6377  774.6365  -1.5065
PC 0-36:1 2 Ca44HgoNO7P - 774.6377  774.6374  -0.3447
PC 36:6 1 Ca44H77NOsP - 778.5387  778.5366  -2.6742
PC 36:6 2 Ca4sH77NOsP - 778.5387 7785359  -3.5734
PC 36:6 3 C44H77NOsP - 778.5387  778.5352  -4.4725
PC 36:5 1 Ca4sH7oNOsP - 780.5543  780.5517  -3.3707
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18:1 18:1 28:0;

TG 64:2 Ce7H13006N 18:1_20:1_26:0 1044.9898 1044.9862 -3.4584
[M+NH,4]*
DG 34:3 1 C37H7005N 16:0 18:3 608.5254 608.5242 -1.9703
DG 34:3 2 C37H700sN - 608.5254  608.5258  0.6590
DG 34:3 3 C37H7005N 16:0 18:3 608.5254 608.5253 -0.1627
DG 34:2 1 C37H720sN - 610.5410 610.5394 -2.6992
DG 34:2 2 C;37H705N 16:0 18:2 610.5410  610.5409  -0.2424
DG 34:2 3 C37H720s5N - 610.5410 610.5401 -1.5527
DG 34:1 C37H7405N 16:0 18:1 612.5567  612.5549  -2.9369
DG 36:4 C3oH720sN 18:1 18:3 634.5410 634.5393 -2.7547
DG 36:2 C30H7605N 18:1/18:1 638.5723  638.5703  -3.2087
DG 34:3;02 C37H7007N 16:0 18:3;02 640.5152 640.5146 -0.9820

Abbreviations: PC: phosphatidylcholine; LPC: lyso phosphatidylcholine; PG: phosphatidylglycerol; PI:
phosphatidylinositol; MGDG: monogalactosyl diacylglycerol; MGMG: monogalatosyl monoacylglycerol; DGDG:
digalactosyl diacylglycerol; DGMG: digalactosyl monoacylglycerol; SQDG: sulfoquinovosyl diacylglycerol; SQMG:
sulfoquinovosyl monoacylglycerol; DGTS: diacylglyceryl-N,N,N-trimethyl homoserine; MGTS: monoacylglyceryl-
N,N,N-trimethyl homoserine; Cer: ceramide; PI-Cer: inositolphosphoceramide; TG: triacylglycerols; DG:
diacylglycerols.

Diacyl lipids: PC, PG, PI, DGTS, DGDG, MGDG, SQDG, DG TG
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Figure S1: Representative total ion chromatogram (TIC) from C18 reversed-phase liquid chromatography-
mass spectrometry (C18 RP-LC-MS) analysis of Dunaliella salina lipid extract, shown in positive (a) and
negative (b) ion modes. Retention time for the elution of the different lipid classes identified in D. salina is
also highlighted. Abbreviations: ceramide (Cer), ceramide phosphoinositol (PI-Cer), diacylglyceryl-N,N,N-
trimethyl homoserine (DGTS), digalactosyl diacylglycerol (DGDG), digalactosyl monoacylglycerol
(DGMQG), diglyceride (DG), monoacylglyceryl-N,N,N-trimethyl homoserine (MGTS), monogalactosyl
diacylglycerol (MGDG), monogalactosyl monoacylglycerol (MGMGQG), lyso phosphatidylcholine (LPC),
phosphatidylcholine (PC), phosphatidylglycerol (PG), phosphatidylinositol (PI), sulfoquinovosyl
diacylglycerol (SQDG), sulfoquinovosyl monoacylglycerol (SQMG), and triglyceride (TG).
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Figure S2: The relative percentage (%) of normalized peak area abundances of identified species per

phospholipid class of Dunaliella salina. PC (a), LPC (b), PG (c), and PI (d).
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Figure S3: The relative percentage (%) of normalized peak area abundances of identified species per
glycolipid class of Dunaliella salina. MGDG (a), MGMG (b), DGDG (c), DGMG (d), SQDG (e), and
SQMG ().



(2) DGTS

7]
S
1

B
=
1

W
S
L

>4
1

[
=)
L

Relative percentage (%) of normalized
peak area abundances per DGTS class

T T T T T T T T T T T T T T T T
2 PN YN ) SO N NoY N YN D VYN VAN YN YN N
VAL SRRSO IO SR I g O SIS E IR IB. BN 070/0/0/4" 070 DB /0/0 4
I GG SO CRE RS ST S MO
T S S N o P S e
P TS FIFFIFIFIEFIOLVE FEHE F o0
(b) MGTS
22
22 701
£2Z 60
£2
5% 50
o
S ] 40
&=
g .E 30
22 0
o
£ 5107
5 x
gg 0 T T LI B B |

T T
N D H DD
NS AST BT T P\;-o '\;.0 »\5.0 O
S E R R
FTIIIIL LS E
SIS S

Figure S4: The relative percentage (%) of normalized peak area abundances of identified species per
betaine lipid class of Dunaliella salina. DGTS (a) and MGTS (b).
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Figure S5: The relative percentage (%) of normalized peak area abundances of identified species per
sphingolipid class of Dunaliella salina. Cer (a) and PI-Cer (b).
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Figure S6: The relative percentage (%) of normalized peak area abundances of identified species per
neutral lipid class of Dunaliella salina. TG (a) and DG (b).
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