Figure S1. Sampling site location. Illustration of the map depicting the geographical location of the
Sfisifa region of Naama in western Algeria (32° 44" N 0° 52" W).



NR 116238.1 Levilactobacillus brevis ATCC 14869
0Q660315.1 Levilactobacillus brevis strain NZ5

W PP709364.1 Levilactobacillus brevis strain DC06

¥ PP709510.1 Levilactobacillus brevis strain DC01-A
MT604645.1 Levilactobacillus brevis strain 2096
MT515953.1 Levilactobacillus brevis strain 6525
OR240802.1 Levilactobacillus brevis strain NWAFU 1629
MT512165.1 Levilactobacillus brevis strain 3379
MF966519.1 Levilactobacillus brevis strain PS 7305

NR 042456.1 Levilactobacillus parabrevis strain LMG 11984
NR 025579.1 Levilactobacillus spicheri strain LTH 5753

NR 042514.1 Levilactobacillus namurensis strain R-27965
NR 042241.1 Levilactobacillus zymae strain R-18615
OP376918.1 Lactiplantibacillus pentosus strain i22
PP215884.1 Lactiplantibacillus plantarum strain ZYL14

¥ PQ205308.1 Lactiplantibacillus plantarum subsp. plantarum strain DC04
OR473290.1 Lactiplantibacillus plantarum subsp. plantarum strain 11A-2C12
Lentilactobacillus diolivorans JK-D6 AF264701

NR 037004.1 Lentilactobacillus diolivorans strain JKD6
ORG607839.1 Lacticaseibacillus rhamnosus strain LGG
M99704.1 Lactobacillus acidophilus johnsonii

AB008203.1 Lactobacillus acidophilus ATCC 4356
AB242910.1 Escherichia coli strain JCM1649

Figure S2. Phylogenetic tree based on the 16S rRNA gene sequences of Lactobacillus strains
(marked with a blue triangle). Escherichia coli JCM1649 was used as an outgroup reference
strain. The scale bar represents 0.02 nucleotide substitution per site.
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Figure S3. Biofilm Formation of Lactobacillus strains. Biofilm adhesion levels were quantified on
a scale from 0 (no adhesion) to 4 (strong adhesion). DC01-A: Levilactobacillus brevis; DC04:
Lactiplantibacillus plantarum; DC06: Levilactobacillus brevis.



