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Figure S1. Individual data points from the TWOMBLI matrix metrics analysis of 10 mg/mL porcine
lung derived hydrogel. Graphs generated from the results of the TWOMBLI analysis for the matrix
metrics: percentage high density matrix (HDM), fibre alignment, average fibre length, fibre
branchpoints, endpoints and all the curvature windows. Data is presented as individual values,

mean and standard error of the mean. ALI: air liquid interface.
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Figure S2. Individual data points from the TWOMBLI matrix metrics analysis of 20 mg/mL porcine
lung derived hydrogel. Graphs generated from the results of the TWOMBLI analysis for the matrix
metrics: percentage high density matrix (HDM), fibre alignment, average fibre length, fibre
branchpoints, endpoints and all the curvature windows. Data is presented as individual values,
mean and standard error of the mean. ALI: air liquid interface.
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Figure S3. Individual data points from the TWOMBLI matrix metrics analysis of control human
lung derived hydrogel. Graphs generated from the results of the TWOMBLI analysis for the matrix
metrics: percentage high density matrix (HDM), fibre alignment, average fibre length, fibre
branchpoints, endpoints and all the curvature windows. Data is presented as individual values,
mean and standard error of the mean. ALI: air liquid interface.
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Figure S4. Individual data points from the TWOMBLI matrix metrics analysis of COPD human lung
derived hydrogel. Graphs generated from the results of the TWOMBLI analysis for the matrix met-
rics: percentage high density matrix (HDM), fibre alignment average fibre length, fibre
branchpoints, endpoints and all the curvature windows. Data is presented as individual values,

mean and standard error of the mean. ALI: air liquid interface.
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Figure S5. Normality testing 20mg/mL porcine lung hydrogel matrix pattern metrics. Q-Q plots for
the normality assessments of the data analysed using mixed-model analysis. This includes all matrix
pattern metrics: percentage high density matrix (HDM), fibre alignment average fibre length, fibre

branchpoints, endpoints and all the curvature windows (Curvature 40, 50, 60, 70, 80, 90 and 100).
ALLI air liquid interface.
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Figure S6. Normality testing control human lung hydrogel matrix pattern metrics. Q-Q plots for the
normality assessments of the data analysed using mixed-model analysis. This includes all matrix
pattern metrics: percentage high density matrix (HDM), fibre alignment, average fibre length, fibre

branchpoints, endpoints and all the curvature windows (Curvature 40, 50, 60, 70, 80, 90 and 100).
ALLI air liquid interface.
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Figure S7. Normality testing COPD human lung hydrogel matrix pattern metrics. Q-Q plots for the
normality assessments of the data analysed using mixed-model analysis. This includes all matrix
pattern metrics: percentage high density matrix (HDM), fibre alignment, average fibre length, fibre

branchpoints, endpoints and all the curvature windows (Curvature 40, 50, 60, 70, 80, 90 and 100).
ALL air liquid interface.



