
Supplemental Table S1. Genome Assembly Quality Controls and Statistics 

ID Contigs Longest 

Contig 

Assembly 

Length 

GC% N50 Coverage Completeness Contamination Heterogeneity 

ClWae17B 1 6,939,193 6,939,193 46.3 6,939,193 33X 99.85 0.07 0.00 

ClWae19 1 7,032,512 7,032,512 46.1 7,032,512 41X 99.85 0.00 0.00 

 

Supplemental Table S2. Antimicrobial Resistance Profile for ClWae17B 

 

 

Supplemental Table S3. Antimicrobial Resistance Profile for ClWae19 

 

 

Supplemental Table S4. Virulence Factor Profile for ClWae17B 

 



Supplemental Table S5. Virulence Factor Profile for ClWae19 

 


