Table S1. Primers used in this study (sequence and reference)

Gene Primer Sequence (5'-3") Reference
ACT ACT-512F ATGTGCAAGGCCGGTTTCGC (Carbone and Kohn, 1999)
ACT-783R TACGAGTCCTTCTGGCCCAT
APN2/MAT-GS CgDL Fo6 AGTGGAGGTGCGGGACGTT (Rojas et al., 2010)
CgMATI1 F2 TGATGTATCCCGACTACCG
APN2 CgDL RI1 GCCCGACGAGCAGAGGACGTAGTC (Rojas et al., 2010)
ColDL F3 GGGAGAAGCGAACATACCA
CAL CLIC GAA TTC AAG GAG GCCTTC TC (Weir et al., 2012)
CHS-1 CL2C CTT CTG CAT CAT GAG CTG GAC
CHS-354R TGGAAGAACCATCTGTGAGAGTTG (Carbone and Kohn, 1999)
CHS-79F TGGGGCAAGGATGCTTGGAAGAAG
GAPDH GAP-95 CCGTCAACGACCCCTTCATT (Vieira et al., 2017)
GAP-1174 AACCCCACTCGTTGTCGTAC
GAP2-IGS GAP-1041 CTACACCGAGGACGATGTCG (Vieira et al., 2017)
GAP/IGS-2044 TTCTACGGGAAAACCAGGGC
HIS3 CYLH3F AGG TCC ACT GGT GGC AAG (Crous et al., 2004)
CYLH3R AGC TGG ATG TCCTTG GAC TG
TUB2 BT1 AACATGCGTGAGATTGTAAGT (O'Donnell and Cigelnik, 1997)
BT22 TCTGGATGTTGTTGGGAATCC

Source Universidade Federal Rural de Pernambuco, 2020.



Supplementary table S2. Colletotrichum species complex, strains of Colletotrichum spp. included in the present study and GenBank
accession numbers.

Colletotrichum Colletotrichum species Culture GenBank accession number
species complex number® ACT APN2 APN2/MAT CAL CHS-1 GAP2-IGS GAPDH HIS3 TUB2
-IGS
Boninense C. annellatum CBS 129826* - - - JQ005743 - - JQ005309 - JQ005656
Boninense C. beeveri CBS 128527* - - - JQ005692 - - JQ005258 - JQ005605
Boninense C. boninense CBS 123755* - - - JQ005674 - - JQ005240 - JQ005588
Boninense C. brasiliense CBS 128528%* - - - JQO005755 - - JQ005321 - JQ005668
Boninense C. brassicicola CBS 101059* - - - JQ005693 - - J1Q005259 - JQ005606
Boninense C. catinaense CBS 142417* - - - KY856053 - - KY856224 - KY856482
Boninense C. colombiense CBS 129818* - - - JQ005695 - - JQ005261 - JQ005608
Boninense C. constrictum CBS 128504* - - - JQO005759 - - JQO005325 - JQ005672
Boninense C. cymbidiicola IMI 347923* - - - JQ005687 - - JQ005253 - JQ005600
Boninense C. dacrycarpi CBS 130241* - - - JQ005757 - - JQ005323 - JQ005670
Boninense C. hippeastri CBS 125376* - - - JQ005752 - - JQO005318 - JQ005665
Boninense C. karsti CBS 110779 - - - JQ005730 - - JQ005296 - JQ005643
Boninense C. karsti CBS 127597 - - - JQ005725 - - JQ005291 - JQ005638
Boninense C. karsti CBS 111998 - - - JQ005733 - - JQ005299 - JQ005646
Boninense C. karsti CBS 112762 - - - JQ005734 - - J1Q005300 - JQ005647
Boninense C. karsti CBS 126532 - - - JQ005730 - - 1Q005296 - JQ005643
Boninense C. karsti UFT/Coll50.1 MT396233 MT800858 MT856674
Boninense C. karsti UFT/Coll61 MT396234 MT800859 MT856675
Boninense C. limonicola CBS 142410* - - KY856125 - - KY856296 - KY856554
Boninense C. novae-zelandiae CBS 128505* - - JQ005749 - - JQO005315 - JQ005662
Boninense C. oncidii CBS 129828* - - JQ005690 - - J1Q005256 - JQ005603

Boninense C. parsonsiae CBS 128525* - - JQ005754 - - JQ005320 - JQ005667
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*. CBS = Centraalbureau voor Schimmelcultures (Netherlands), ICMP = International Collection of Microorganisms from Plants, MFLUCC = Mae Fah Luang University, IMI = CABI Genetic Resource
Collection (UK),CMM = Culture Collection of Phytopathogenic Fungi “Prof. Maria Menezes”, Universidade Federal Rural de Pernambuco (Brazil), CGMCC: China General Microbiological Culture
Collection; MTCC: Microbial type culture collection and gene bank, India. "*" indicates ex-holotype or ex-epitype cultures. 2. Sequences generated in the present study are emphasized in bold. "-"indicates

missing data.

Source: Universidade Federal Rural de Pernambuco, 2020



