@ Ceratocystiopsis minuta strain C112 small subunit ribosomal RNA gene, partial sequence
+ Grosmannia crassivaginata strain C95 small subunit ribosomal RNA gene, partial sequence

Raffaelea canadensis strain C2233 small subunit ribosomal RNA gene, partial sequence
Raffaelea lauricola strain C2339 small subunit ribosomal RNA gene, partial sequence
Raffaelea amasae strain C2750 small subunit ribosomal RNA gene, partial sequence
Raffaelea cf. canadensis strain C3169 small subunit ribosomal RNA gene, partial sequence
Sporothrix schenckii 1099-18 18S ribosomal RNA (SPSK_11334), IRNA

Ophiostoma nigrocarpum isolate C315 small subunit ribosomal RNA gene, partial sequence
Ophiostoma novo-ulmi isolate C3141 small subunit ribosomal RNA gene, partial sequence
Ophiostoma ambrosium isolate C146 small subunit ribosomal RNA gene, partial sequence
Leptographium procerum isolate C61 small subunit ribosomal RNA gene, partial sequence
Leptographium huntii isolate C12 small subunit ribosomal RNA gene, partial sequence
Grosmannia serpens isolate C30 small subunit ribosomal RNA gene, partial sequence
Leptographium piriforme isolate C3144 small subunit ribosomal RNA gene, partial sequence
‘Grosmannia crassivaginata isolate C3138 small subunit ribosomal RNA gene, partial sequence
‘Grosmannia penicillata isolate C775 small subunit ribosomal RNA gene, partial sequence
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Figure S1: BLAST Maximum likelihood phylogenetic relationships of amplified sequences obtained
in the nested-PCR, presenting similarity with sequences from 16 different fungal species deposited
in the GanBank



