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Abstract: Postharvest diseases seriously restrict developments in the passion fruit industry. In
this study, we aimed to identify the postharvest pathogen affecting passion fruit, investigate its
pathogenicity, and explore relevant control methods. The pathogen was isolated from rotting passion
fruit and identified using morphological characteristics, ITS sequences, and phylogenetic tree analyses.
Additionally, preliminary studies were conducted to assess the biological characteristics of the
pathogen and evaluate the efficacy of various treatments for disease control. The fungus on the
passion fruit called B4 was identified as Diaporthe passiflorae. Optimal conditions for mycelial growth
were observed at 25–30 ◦C and pH 5–6, with starch as the carbon source and peptone as the nitrogen
source. Infection by D. passiflorae accelerated fruit decay, reduced the h◦ value of the peel, and
increased the peel cell membrane permeability when compared to the control. Notably, treatments
with appropriate concentrations of ε-poly-l-lysine, salicylic acid, and melatonin showed inhibitory
effects on the pathogen’s growth in vitro and may thus be potential postharvest treatments for
controlling brown rot caused by D. passiflorae in passion fruit. The results provide a scientific basis
for the development of strategies to control postharvest decay and extend the storage period of
passion fruit.

Keywords: Passiflora caerulea; postharvest diseases; Diaporthe passiflorae; biological characteristics;
antifungal

1. Introduction

Passion fruit (Passiflora cerulean L.) is a perennial, evergreen, climbing woody vine that
originates from South America but is now widely cultivated in tropical and subtropical
regions worldwide [1]. Brazil is the world’s largest producer of passion fruit, with an annual
production of 683,000 tons in 2021, covering an area of about 45,000 hectares and generating
an income of about USD 286 million for farmers [2]. In China, passion fruit is mainly grown
in the provinces of Fujian, Hainan, Guangdong, and Guangxi [3]. In 2019, the cultivation
area of passion fruit in China was about 30,000 hectares, and the annual production was
about 600,000 tons [4]. Passion fruit produces a unique aroma for a tropical fruit, as it
contains the scents of apple, mango, pineapple, banana, lemon, and litchi fruit. Its juice
is sweet and sour, with a unique flavor, and it is known colloquially as the “king of fruit
juices” [5–7]. Passion fruit is also rich in various phenolic compounds, dietary fiber, pectin,
carotene, vitamins, and other active substances required by the human body, and it has
antioxidant, antihypertensive, antitumor, hypolipidemic, and other medicinal values [8–10].
Owing to its unique flavor and high nutritional value, passion fruit is sought after by
consumers, and the market demand for passion fruit is increasing, thereby leading to its
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high commercial value; thus, the planting area of passion fruit is increasing. For example,
the planted area of passion fruit in China increased from less than 700 hectares in 2011 to
more than 30,000 hectares in 2019, with an annual production of about 600,000 tons [4,11].

However, as passion fruit ripens during the high-temperature season and has a high
level of respiratory action [12,13], the peel can easily lose its luster and experience water
loss, shrinkage, and rotting, which makes storage challenging [14,15]. Additionally, passion
fruit is susceptible to pathogen infections that lead to fruit rot. These problems seriously
affect the quality and commercial value of passion fruit. Globally, several fungal pathogens
have been identified as causing passion fruit decays, including Diaporthe infercuda [16],
Phytophthora drechsleri [17], Phytophthora nicotianae [18], Colletotrichum brevisporum [19],
Lasiodiplodia theobromae [20], and Trichothecium roseum [21].

To improve the shelf life of passion fruit and control the occurrence of postharvest
diseases, chemical preservation treatments are currently widely used in the market [4,12,22].
However, the prolonged use of chemical fungicides can lead to a series of problems, includ-
ing the development of pathogen resistance, the contamination of the environment, and
harm to human health [23,24]. Therefore, it is necessary to find new safety strategies to
control the occurrence of postharvest diseases. ε-poly-l-lysine (ε-PL) is a natural preserva-
tive with easy solubility and nontoxic, harmless, and antifungal characteristics, and it has
been widely used in the food industry [25,26]. Both salicylic acid (SA) and melatonin (MT)
treatments can delay fruit senescence and help maintain the postharvest quality [27–30].
Therefore, this study aimed to isolate and identify the pathogen causing brown rot in
passion fruit, as well as its biological characteristics, and to explore the effects of ε-PL, SA,
and MT treatments on the fungal pathogen in vitro.

2. Materials and Methods
2.1. Materials and Reagents

The ‘Fujian Passion Fruit No. 3’ passion fruits were collected from an orchard in
Nan’an City, Fujian Province, China, and shipped to Quanzhou on the same day. Fruits
of a uniform size, similar color, consistent maturity, no disease, no damage, and that were
apparently healthy were selected for the experiment. A total of 390 passion fruits were
selected after cleaning and subjected to the following treatments. Among them, 30 passion
fruits were used for measuring the initial fruit indicators (day 0). The remaining 360 passion
fruits were randomly divided into two groups, with 180 fruits in each group. One group
was punched, and the other group was punched and placed with 8 mm D. passiflorae plugs.
After treatment, 10 fruits were packed in polyethylene film bags (0.015 mm thick) and
stored at 25 ± 1 ◦C and 85% relative humidity for 6 days. In the experiment, 30 passion
fruits (3 bags) from each treatment were randomly selected every day for physiological
index analysis.

2.2. Isolation and Purification of Pathogens

Postharvest passion fruits were packed in 0.015 mm polyethylene cling film bags and
stored at 28 ± 1 ◦C and 85% relative humidity (RH) until the onset of decay. The margins
(4 × 4 mm) between the symptomatic and healthy tissue were cut from the rotten fruit.
Then, the surfaces were disinfected and cleaned with 75% ethanol [31]. The isolated tissue
blocks were transferred to potato glucose agar (PDA) medium. Finally, the plates were
cultured at constant temperature (28 ◦C) and humidity (85% RH) in an artificial climate
chamber. When the colonies reached a diameter of approximately 3 cm, the mycelia at the
edges of the colonies were placed into new PDA medium for purification, and this was
repeated 3–4 times to obtain purified strains.

2.3. Morphological Identification of the Pathogen

The fungus plugs (Ø = 5 mm) were removed from the edge of the colony, inoculated
on the PDA medium, and cultured in the artificial climate chamber with constant tempera-
ture (28 ◦C), humidity (85%), and darkness condition. The morphology of the pathogen
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colonies was observed, photographed, and recorded daily until the colonies covered the
Petri dish on the fifth day. The prepared Sabouraud agar plate was cut into several squares
(1 cm2) using a sterile inoculant needle via an aseptic procedure and placed on the agar
plate [32,33]. The pathogens to be tested were inoculated on the upper part of the sur-
rounding edge of the agar block, and then a sterile cover glass was placed on the agar with
sterile tweezers and they were cultured at 28 ◦C under a plate lid. After the spores had
grown on a sterile slide, a drop of normal saline was added, and the cultured cover slide
was placed on the slide using sterile tweezers. Finally, the characteristics of the spores
were observed and photographed with a light microscope (DM2000 LED, Leica, Wetzlar,
Germany). Morphological characteristics were identified using relevant guidelines [34,35].

2.4. Pathogenicity Detection of the Pathogen

Pathogenicity testing was performed according to the method described by Chen
et al. [31]. Healthy, disease-free, mature, and uniform-sized passion fruits were selected
and washed with deionized water and dried naturally. The selected fruits were divided
into three groups of 10 fruits each. A small hole (Ø = 8 mm) was punched on the equatorial
surface of the passion fruit using a sterile puncher. After the wound was dried, the fungal
plug (Ø = 8 mm) was inoculated, and the treatments without fungal plug inoculation were
used as the controls. The fruits were then placed in an artificial climate box with constant
conditions of 28 ◦C and 85% RH for preservation and photographed every day.

2.5. Molecular Biological Identification of Pathogens

DNA extraction, PCR amplification, and pathogen gene sequencing were performed
by Qingdao Yixin Testing Technology Service (Qingdao, China). The ITS, TUB, and TEF-1α
sequencing results of strain B4 were analyzed using the Basic Local Alignment Search Tool
(BLAST) in the GenBank database. Subsequently, by comparing the similarity between the
B4 strain sequence and the existing sequences in the database, the sequences with high
similarity were obtained. Finally, DNAMAN software (Version 9.0, LynnonBiosoft, Chicago,
IL, USA) was used for sequence comparison and homology analysis, and MEGA11.0 (Mega
Limited, Auckland, New Zealand) was used for neighbor-joining analysis to construct the
phylogenetic tree [36].

2.6. Biological Characteristics of the Pathogens

The biological properties were determined as described by Gui et al. [37] with slight
modifications. The pathogen was inoculated on different carbon source (D-fructose, glu-
cose, sucrose, and starch) and nitrogen source (peptone, KNO3, and NaNO3) media. The
pathogens were also inoculated on PDA media with different pH values (4, 5, 6, 7, 8, 9, 10,
and 11). The PDA medium inoculated with the pathogen was incubated in an artificial
climate chamber at 85% RH and different temperatures (20 ◦C, 25 ◦C, 28 ◦C, 30 ◦C, and
35 ◦C). After 4 days, the diameters of the colonies on the medium were measured using the
crossover method and then photographed and recorded.

2.7. In Vivo Assay
2.7.1. Assay of Wound Inoculation with D. passiflorae

Passion fruits of uniform size that were healthy, disease-free, ripe, and consistent were
selected. The samples were rinsed with deionized water and dried naturally. A small
wound (Ø = 8 mm) was made in the passion fruit with an equatorial plane using a sterile
puncher. After the wound had dried, a D. passiflorae cake with a diameter of 8 mm was
inoculated [20]. Ten fruits were randomly selected from the treatment and control groups
each day for observation. The diameters of the lesions were then measured using the
crossover method and photographed for record.
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2.7.2. Effects of D. passiflorae Inoculation on the Fruit Hue Angle

The hue angle of the fruit was determined as described by Zhao et al. [38]. Ten fruits
were randomly selected from the fruits inoculated with D. passiflorae and the control group
each day. A colorimeter (CR400, Konica Minolta, Tokyo, Japan) was used to measure
4 points on the equatorial surface of the fruit. The h◦ value was recorded and averaged.

2.7.3. Effects of D. passiflorae Inoculation on Cell Membrane Permeability

The determination of the cell membrane permeability for the fruit peel followed
the method described by Shi et al. [39] with slight modifications. Thirty peels (5 mm
diameter) from ten fruits were sampled and rinsed with distilled water. Then, the peels
were transferred to a scale test tube containing 20 mL of distilled water. The peels were
then allowed to stand for 1 h, and the initial electrolyte leakage (C1) was measured using
a conductivity meter (STARTER3100C, Ohaus, Parsippany, NJ, USA). The scale test tube
of the above extract was then boiled for 20 min and allowed to cool to measure the final
electrolyte leakage (C2). The permeability of the fruit cell membranes was calculated
according to the following formula:

Cell membrane permeability (%) = (C1/C2) × 100.

2.8. Effects of ε-PL, SA, and MT Treatments on the Mycelial Growth and Inhibition Rate of D.
passiflorae In Vitro

In vitro inhibition experiments were carried out with slight modifications following
the methods described by Fan et al. [40]. The ε-PL, SA, and MT were added to the PDA
medium to give final concentrations of 0.125, 0.25, and 0.5 mg/mL of ε-PL, 0.4, 0.8, 1.2,
and 1.6 mg/mL of SA, and 1, 2, 4, and 8 mg/mL of MT. Fungal plugs (Ø = 5 mm) were
inoculated in the middle of the medium with different concentrations. The plates were
incubated at a constant temperature (28 ◦C) and humidity (85% RH). Colony diameters
were measured daily using the crossover method and then photographed and recorded.

2.9. Statistical Analysis

The described parameters were all tested in triplicate. The SPSS 22.0 software (IBM
Corp, Armonk, NY, USA) was used to perform one-way ANOVA and t-tests on the ex-
perimental data. All data in the figures are expressed as average values ± standard error
(n = 3). The differences between treatments are denoted by asterisks, indicating signifi-
cant (* p < 0.05) or highly significant (** p < 0.01) differences. Microsoft Office Excel 2021
(Microsoft, Chicago, IL, USA) was used to produce all graphs.

3. Results
3.1. Symptoms of Brown Rot on Passion Fruit

The changes that occurred in the freshly picked healthy passion fruits that developed
brown rot during postharvest storage are shown in Figure 1. The initial symptom of the
disease is the appearance of water-stained spots (Figure 1C), and these develop in round
pale-brown patches with expanding edges (Figure 1D). Ultimately, the color deepens and
the fruit rots completely (Figure 1E).
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3.2. Morphological Identification of Pathogens

The pathogen B4 was isolated from passion fruit brown rot, using a tissue separation
method (Figure 2). When strain B4 was grown on the PDA medium, the entire plate
(90 mm) was covered within 5 days. The colonies were white, round, and concentric, the
mycelium was plush, short, and flat, and the back of the medium was yellow. Microscopic
analysis identified α-conidia and β-conidia in the B4 samples. The α-conidia were fusiform,
single-celled, colorless, transparent, and without septa, but with an oil ball at each end. The
β-conidia were filamentous, linear, colorless, transparent, and without septa.
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3.3. Pathogenicity Testing of Pathogens

Strain B4 was inoculated on healthy passion fruit samples and its pathogenicity
was assessed (Figure 3). One day after inoculation, white mycelium began to grow at
the inoculation mouth (Figure 3B). Three days after inoculation, the fruit had watery
brown spots, which are characteristic symptoms of brown rot (Figure 3C). Five days after
inoculation, the symptoms of brown rot on the passion fruit had increased (Figure 3D).
The initial brown spots expanded in diameter and eventually covered the entire fruit.
The brown spots in the middle of the fruit deepened in color, while the water-stained
edges continued to expand. The disease development eventually caused the fruits to rot
completely. These observations indicated that strain B4 was highly pathogenic to passion
fruit and could cause extensive rot.
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3.4. Molecular Biology of the Pathogen

According to the BLASTn analysis, strain B4 was 100% homologous to D. passi-
florae (OQ087003.1) based on the ITS sequence and 100% homologous to D. passiflorae
(MT409297.1, MT409300.1) based on the TUB sequence. Based on the TEF-1α sequence,
strain B4 showed 100% homology with D. passiflorae (MT409348.1, MT409346.1). Sequence
alignment based on the ITS, TUB, and TEF-1α genes displayed high similarity between
strain B4 and D. passiflorae (Figure 4A–C). The phylogenetic analysis of the ITS sequences
(Figure 4D) revealed that strain B4 clustered with D. passiflorae (OQ087003.1), while the
phylogenetic analysis of the TUB sequences (Figure 4E) indicated that B4 was also clustered
with D. passiflorae (MT409300.1, MT409299.1, MT409297.1). Similarly, the phylogenetic
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analysis of the TEF-1α sequences (Figure 4F) confirmed that B4 was clustered with D.
passiflorae (MT409348.1, MT409347.1, MT409346.1, OR105938.1). The phylogenetic tree was
constructed using neighbor joining on the combined dataset of the ITS, TUB, and TEF-1α
sequences. According to Figure 4G, strain B4 and D. passiflorae with different accession
numbers (MT409297.1, MT409300.1, MT409299.1) were clustered together in one branch,
which indicates that strain B4 was most closely related to D. passiflorae. Therefore, combined
with the pathogenicity test and morphological analysis, the pathogen B4 that was isolated
from postharvest brown rot on passion fruit was identified as D. passiflorae.
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Figure 4. Molecular biological identification of isolated pathogen. (A) Sequence alignment based
on rDNA-ITS sequence. (B) Sequence alignment based on TUB sequence. (C) Sequence alignment
based on TEF-1α sequence. (D) Phylogenetic tree constructed for strain B4 based on rDNA-ITS
sequence. (E) Phylogenetic tree constructed for strain B4 based on TUB sequences. (F) Phylogenetic
tree constructed for strain B4 based on TEF-1α sequence. (G) Construction of a phylogenetic tree of
strain B4 based on multiple sequences of rDNA-ITS, TUB, and TEF-1α. Branches including isolates
obtained from the passion fruit are represented by red boxes.

3.5. Biological Characterization of D. passiflorae

D. passiflorae could grow in all four carbon sources tested and there were significant
differences in the growth rates of the colonies (Figure 5A). The colonies grew relatively
slowly on the control medium without sucrose and faster on the medium with the four
carbon sources tested. Starch was used as the carbon source in the medium for the faster
growth of the colonies. Mycelia developed, and the diameters of the colonies observed
in the culture on day 4 were 39.56 ± 2.03 mm. Starch was determined to be the best
carbon source.

D. passiflorae could grow on all three test nitrogen source media (Figure 5B). The
colonies grew faster on the medium with peptone as the nitrogen source and the colony
diameters were 78.83 ± 0.25 mm on day 4, which was highly significant (p < 0.01) when
compared with the other experimental groups. The growth rate of the colonies was slowest
on the base medium without sodium nitrate (control), as they were only 5 mm in diameter
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on day 4. These results show that peptone is the best nitrogen source for the growth of D.
passiflorae colonies.
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D. passiflorae could grow in a pH range of 4–11. At a pH of >8, the growth rate of
the mycelia was slow, and the colony diameters were small and sparse. At pH 5, the
colony growth rate was the fastest, and the colony diameters were 71.83 ± 1.59 mm.
Compared with the other experimental groups with pH values > 8, the difference was
significant (p < 0.05). At pH values of 5 and 6, there were no significant differences
between the experimental groups (Figure 5C). These results showed that the growth of the
passionflower colonies was suitable under acidic conditions, whereas it was inhibited under
alkaline environments.

D. passiflorae grew at all five temperature gradients (Figure 5D). The colonies grew
fastest at 25–30 ◦C, and the colony diameters were 78.26–81.3 mm after incubation for
4 days. However, the colony growth was slowest at 35 ◦C, and the colony diameters were
16.50 ± 0.24 mm after incubation for 4 days. These results showed that 25–30 ◦C was the
optimum temperature range for the growth of D. passiflorae.
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3.6. In Vivo Assay
3.6.1. Effects of D. passiflorae on Spot Diameter

The diameters of the brown rot spots on the passion fruits inoculated with D. passiflorae
increased with the storage time (Figure 6A,B). Compared to the control, the diameters of
the brown rot spots were significantly (p < 0.05) larger in the passion fruits inoculated
with D. passiflorae at 2–6 d after harvest and reached a highly significant (p < 0.01) level
at 3–6 d. The diameters of the diseased spots on the fruits inoculated with D. passiflorae
rapidly increased at 2 d, while the fruit lesions in the control group started only at 6 d.
Additionally, on day 6, the diameters of the passion fruit disease spots in the control group
were 93% smaller than those in the inoculated D. passiflorae group.
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permeability. (A) Symptoms of passion fruit brown rot. (B) Disease spot diameter. (C) h◦ value.
(D) Cell membrane permeability. The marks * and ** represent the significant differences (p < 0.05 or
p < 0.01) between the control group and the D. passiflorae inoculated passion fruits on each storage
day. (N) Control samples; (•) D. passiflorae samples.

3.6.2. Effects of D. passiflorae Inoculation on the Fruit Hue Angle of Passion Fruit

The color change of the passion fruit was measured using the value of the hue angle.
The postharvest passion fruit surface h◦ values continued to decline with the storage time,
with the fruit gradually turning from green to yellow (Figure 6C). Compared to the control,
the surface h◦ values of the passion fruits inoculated with D. passiflorae were lower at days
4–6 and the differences were significant (p < 0.05) on days 4 and 6. Additionally, when
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compared with day 0, the h◦ values of the fruits inoculated with D. passiflorae on day 6 were
reduced by 24%.

3.6.3. Effects of D. passiflorae Inoculation on Cell Membrane Permeability

The cell membrane permeability of the passion fruits increased with the storage time
and showed a trend similar to that for the lesion diameter. Compared with the control
group, the cell membrane permeability of the passion fruit inoculated with D. passiflorae
was higher than that of the control group (Figure 6D). Additionally, it reached a highly
significant level (p < 0.01) within 2–6 days. The cell membrane permeability of the control
group was 29% on day 6, which was 46% lower than that with the D. passiflorae inoculation.

3.7. Effects of ε-PL, SA, and MT on the Mycelial Growth of D. passiflorae In Vitro

The ε-PL, SA, and MT treatments significantly (p < 0.05) inhibited the growth of the
mycelia of D. passiflorae. As the concentrations of ε-PL, SA, and MT increased, the mycelial
growth rate decreased continuously, and their inhibitory effects increased (Figure 7). The
control group was completely overgrown on day 5, while the groups treated with the ε-PL,
SA, and MT were not. The inhibition rates of 0.125, 0.25, and 0.50 mg/mL of ε-PL on the D.
passiflorae were 54%, 79%, and 95%, respectively (Figure 7D). The inhibition rates of 0.4, 0.8,
1.2, and 1.6 mg/mL of SA on the D. passiflorae were 45%, 53%, 75%, and 88%, respectively
(Figure 7E). The inhibition rates of 1, 2, 4, and 8 mg/mL of MT on the D. passiflorae were
29%, 53%, 65%, and 74%, respectively (Figure 7F). Therefore, ε-PL, SA, and MT all inhibited
the growth of D. passiflorae, and ε-PL exhibited the best inhibitory effect (Table 1).
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(C,F) melatonin on the mycelial growth and inhibition rate of D. passiflorae at 5 d in vitro. The
different letters above the columns indicate that the data were significantly different (p < 0.05)
between groups.
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Table 1. Inhibition effects of ε-poly-l-lysine (ε-PL), salicylic acid (SA), and melatonin (MT) on
D. passiflorae.

The Concentration of ε-PL (mg·mL−1) The Concentration of SA (mg·mL−1) The Concentration of MT (mg·mL−1)
0 0.125 0.25 0.5 0.4 0.8 1.2 1.6 1 2 4 8

Diameter
(mm) 86.00 ± 0.00 a 43.68 ± 2.71 b 22.54 ± 2.21 c 9.13 ± 0.70 d 52.08 ± 2.02 b 44.98 ± 0.40 c 26.66 ± 0.08 d 14.90 ± 0.46 e 65.59 ± 6.17 b 45.19 ± 1.22 c 34.77 ± 0.64 d 27.22 ± 0.56 e

Inhibition
rate
(%)

0 ± 0.00 52.25 ± 4.73 78.35 ± 2.10 94.90 ± 1.22 44.62 ± 3.36 52.96 ± 0.66 74.51 ± 0.14 88.35 ± 0.76 25.20 ± 3.28 50.26 ± 1.88 63.25 ± 0.96 72.57 ± 0.84

Different letters indicate significant differences (p < 0.05) between different concentrations in the same group.

4. Discussion

Passion fruit is a tropical fruit that is highly sought after by consumers owing to its
high nutritional and medicinal values [7,9,41], and it is consequently widely cultivated in
China. However, because of the susceptibility of passion fruit to various diseases, it has
a short shelf life, which negatively impacts its commercial value. Based on the treatment
method used and environmental conditions, microbial infections may occur after harvest,
resulting in postharvest rot [42]. Pathogens can enter from various parts of the fruit, such as
mechanically damaged wounds or the stomata. In the early stages of disease, spots appear
only on the peel; however, with the passage of time, the pathogen spreads in the fruit and
then gradually into the pulp, resulting in fruit rot. During the early stages of brown rot in
passion fruit, the only symptom is small brown lesions that appear on the peel (Figure 1).
However, the diameters of these lesions gradually increase over time and, finally, the whole
fruit decays completely. Diaporthe infercuda [16], Phytophthora drechsleri [17], Phytophthora
nicotianae [18], Colletotrichum brevisporum [19], Lasiodiplodia theobromae [20], and Trichothecium
roseum [21] have previously been reported as the causal agents of postharvest rot in passion
fruit. However, in this study, D. passiflorae was isolated as the dominant pathogen causing
brown rot in passion fruit. Microscope analysis showed that the B4 colonies were white
and fluffy with short mycelia, and further evaluations revealed that they had α-conidia and
β-conidia (Figure 2). The morphological analysis showed that the conidia of strain B4 were
similar to those previously reported for Diaporthe [43]. The fruit pathogenicity of B4 was
further tested, and the results demonstrated that the fruits inoculated with the B4 strain all
showed symptoms of disease consistent with those of brown rot under natural conditions
in passion fruit (Figure 3). Additionally, the rDNA-ITS gene sequences obtained via PCR
amplification were analyzed for homology and a phylogenetic tree was constructed. Finally,
combining the results of the morphological analysis, pathogenicity tests, and molecular
identification, the dominant strain B4 was identified as D. passiflorae. Notably, D. passiflorae
has previously been isolated from kiwifruit [44], but its role in causing postharvest decay
in passion fruit has not been previously reported.

The effects of environmental factors on the growth of the fungal pathogen have been
studied through its biological characteristics. Fu et al. [45] found that the optimal tempera-
ture range for Phomopsis mangiferae Ahmad growth was 25–30 ◦C. Yan et al. [46] found that
the optimum carbon source for Diaporthe eres growth was starch and the optimum nitrogen
source was peptone. In a recent study, Ariyawansa et al. [47] identified six Diaporthe species
associated with leaf spot disease of C. sinensis in Taiwan tea fields, and found that the
optimal temperature for mycelium growth was 25–30 ◦C, with a preference for growth in a
low-acid–alkaline medium. In this study, through experiments employing different carbon
and nitrogen sources, acid and alkaline conditions, and temperatures, the preference and
growth requirements of the D. passiflorae strain to specific environments were analyzed. The
results showed that D. passiflorae could thrive in an acidic environment at room temperature.
We found that starch is the most suitable carbon source for its growth, while peptone is the
preferred nitrogen source. The observations in this study are consistent with those of Fu
et al. [45], Yan et al. [46], and Ariyawansa et al. [47].

Infection with pathogens can cause fruit diseases and rot [48]. Gong et al. [49] and Sun
et al. [50] found that the fruit lesion diameter and cell membrane permeability increased
after fungal infection. In the study, the lesion diameter (Figure 6B) and the cell membrane
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permeability (Figure 6D) of fruit inoculated with D. passiflorae increased and the decay
symptoms were more pronounced, while the chromaticity h◦ values decreased (Figure 6C).
Fruits uninoculated with D. passiflorae were not diseased on day 5 and maintained good-
quality characteristics (Figure 6).

The development of the fruit industry has been seriously restricted by reductions in
the commercial value of fruit due to microbial infection. Chemical fungicides have thus
been widely used in fruit preservation to help maintain fruit quality and extend storage
periods [24]. However, the long-term, irrational use of chemical fungicides can cause
irreversible damage to human health and the environment [51]. Therefore, it is essential
that we identify safe and effective treatment methods to inhibit the growth of pathogens
and maintain fruit quality [52]. As a safe and nontoxic antifungal agent, ε-PL is widely
used in food processing [53]. In recent years, it has been shown that ε-PL treatments can
effectively inhibit the occurrence of postharvest disease in fruit. For example, the ε-PL
treatment could effectively inhibit the occurrence of postharvest blue mold disease in apple,
and it had an inhibitory effect on Penicillium expansum in vitro [26]. Additionally, ε-PL
was found to have significant antifungal activity in vitro and could significantly inhibit
the colony growth and spore germination of Alternaria alternata [54]. Similarly, SA and
MT treatments could inhibit pathogen infection and thus maintain high fruit quality. SA
treatments could reduce pathogen infections in mandarin fruit during cold storage and
thus help maintain higher fruit quality [55]. It was found that the SA treatment could result
in the protein leakage and lipid damage of the pathogen, thereby inhibiting the activity
of P. expansum in vitro [56]. The occurrence of litchi downy blight was reduced and the
resistance of litchi fruit was improved via the MT soaking treatment after harvest [57].
Meanwhile, it was found that the MT treatment of tomato fruits could suppress gray mold
caused by Botrytis cinerea [58].

In the present work, the inhibitory effects of ε-PL, SA, and MT on D. passiflorae were
studied. The results showed that 0.125 mg/mL ε-PL, 0.4 mg/mL SA, and 1 mg/mL
MT could effectively inhibit the growth of D. passiflorae in vitro, and the inhibitory effect
enhances with the increase in concentrations.

5. Conclusions

In summary, this study showed that the brown rot of passion fruit is caused by
D. passiflorae. The infection with this pathogen causes significant postharvest disease.
Furthermore, the research has clarified that the growth conditions of the fungal pathogen
were determined by the biological characteristics of D. passiflorae. Moreover, the ε-PL,
SA, and MT treatments inhibited the growth of D. passiflorae in vitro, among which the
0.5 mg/mL ε-PL treatment had the best inhibition effect. These findings not only improve
our understanding of D. passiflorae, the passion fruit brown rot pathogen, but also provide
valuable information for effective disease management.

Author Contributions: Methodology, H.W., M.L., Q.L. and Y.L. (Yu Lin); validation, M.L., Q.L. and
X.J.; formal analysis, H.W., M.L. and Q.L.; investigation, H.W., Y.L. (Yuzhao Lin), and X.J.; data
curation, H.W., Q.L., Y.L. (Yu Lin) and Y.L. (Yuzhao Lin); writing—original draft, H.W.; writing—
review and editing, H.C. and Y.C.; supervision, Y.C.; project administration, Y.C.; funding acquisition,
H.C. and Y.C. All authors have read and agreed to the published version of the manuscript.

Funding: This study was supported by the Natural Science Foundation of Fujian Province of China
(Grant No. 2023J01902).

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: The sequences have been deposited in GenBank (Figure 4). The data
presented in this study are publicly available at NCBI. Publicly available datasets were analyzed in
this study. These data can be found here: https://www.ncbi.nlm.nih.gov/.

Conflicts of Interest: The authors declare no conflict of interest.

https://www.ncbi.nlm.nih.gov/


J. Fungi 2023, 9, 1034 12 of 14

References
1. Castillo, N.R.; Melgarejo, L.M.; Blair, M.W. Seed Structural Variability and Germination Capacity in Passiflora edulis Sims f. Edulis.

Front. Plant Sci. 2020, 11, 498. [CrossRef] [PubMed]
2. De Jesus, O.N.; Lima, L.K.S.; dos Santos, I.S.; dos Santos, M.A.; Rosa, R.C.C. Bright Red Passion Fruit - Evaluation of Colorimetry

and Physicochemical Quality for the Fresh Fruit Market. Sci. Hortic. 2023, 317, 112016. [CrossRef]
3. Huo, D.; Dai, J.; Yuan, S.; Cheng, X.; Pan, Y.; Wang, L.; Wang, R. Eco-Friendly Simultaneous Extraction of Pectins and Phenolics

from Passion Fruit (Passiflora edulis Sims) Peel: Process Optimization, Physicochemical Properties, and Antioxidant Activity. Int. J.
Biol. Macromol. 2023, 243, 125229. [CrossRef] [PubMed]

4. Zhou, Y.; Zhong, Y.; Li, L.; Jiang, K.; Gao, J.; Zhong, K.; Pan, M.; Yan, B. A Multifunctional Chitosan-Derived Conformal Coating
for the Preservation of Passion Fruit. LWT 2022, 163, 113584. [CrossRef]

5. Li, C.; Xin, M.; Li, L.; He, X.; Yi, P.; Tang, Y.; Li, J.; Zheng, F.; Liu, G.; Sheng, J.; et al. Characterization of the Aromatic Profile of
Purple Passion Fruit (Passiflora edulis Sims) during Ripening by HS-SPME-GC/MS and RNA Sequencing. Food Chem. 2021, 355,
129685. [CrossRef] [PubMed]

6. Niu, Y.-F.; Ni, S.-B.; Liu, S.-H.; Liu, J. The Complete Chloroplast Genome of Passiflora Caerulea, a Tropical Fruit with a Distinctive
Aroma. Mitochondrial DNA B Resour. 2021, 6, 488–490. [CrossRef]

7. Liang, J.; Fang, Y.; An, C.; Yao, Y.; Wang, X.; Zhang, W.; Liu, R.; Wang, L.; Aslam, M.; Cheng, Y.; et al. Genome-Wide Identification
and Expression Analysis of the BHLH Gene Family in Passion Fruit (Passiflora edulis) and Its Response to Abiotic Stress. Int. J.
Biol. Macromol. 2023, 225, 389–403. [CrossRef]

8. do Carmo Santos, J.T.; Petry, F.C.; de Castro Tobaruela, C.; Mercadante, A.Z.; Gloria, M.B.A.; Costa, A.M.; Lajolo, F.M.; Hassimotto,
N.M.A. Brazilian Native Passion Fruit (Passiflora tenuifila Killip) Is a Rich Source of Proanthocyanidins, Carotenoids, and Dietary
Fiber. Food Res. Int. 2021, 147, 110521. [CrossRef]

9. Septembre-Malaterre, A.; Stanislas, G.; Douraguia, E.; Gonthier, M.-P. Evaluation of Nutritional and Antioxidant Properties of the
Tropical Fruits Banana, Litchi, Mango, Papaya, Passion Fruit and Pineapple Cultivated in Réunion French Island. Food Chem.
2016, 212, 225–233. [CrossRef]

10. He, X.; Luan, F.; Yang, Y.; Wang, Z.; Zhao, Z.; Fang, J.; Wang, M.; Zuo, M.; Li, Y. Passiflora edulis: An Insight Into Current Researches
on Phytochemistry and Pharmacology. Front. Pharmacol. 2020, 11, 617. [CrossRef]

11. Xia, Z.; Huang, D.; Zhang, S.; Wang, W.; Ma, F.; Wu, B.; Xu, Y.; Xu, B.; Chen, D.; Zou, M.; et al. Chromosome-Scale Genome
Assembly Provides Insights into the Evolution and Flavor Synthesis of Passion Fruit (Passiflora edulis Sims). Hortic. Res. 2021, 8,
1–14. [CrossRef] [PubMed]

12. You, M.; Duan, X.Y.; Li, X.; Lou, L.J.; Zhao, Y.; Pan, H.H.; Gong, W.L.; Yang, L.R.; Xiang, Z.; Li, G.F. Effect of 1-Methylcyclopropene
Combined with Chitosan-Coated Film on Storage Quality of Passion Fruit. Sustainable. Chem. Pharm. 2022, 27, 100679. [CrossRef]

13. Chen, F.P.; Xu, X.Y.; Luo, Z.; Chen, Y.; Xu, Y.; Xiao, G. Effect of High O2 Atmosphere Packaging on Postharvest Quality of Purple
Passion Fruit (Passiflora edulis Sims). J. Food Process. Preserv. 2018, 42, e13749. [CrossRef]

14. Cerqueira-Silva, C.B.M.; Jesus, O.N.; Oliveira, E.J.; Santos, E.S.L.; Souza, A.P. Characterization and Selection of Passion Fruit
(Yellow and Purple) Accessions Based on Molecular Markers and Disease Reactions for Use in Breeding Programs. Euphytica
2015, 202, 345–359. [CrossRef]

15. Rizwan, H.M.; Zhimin, L.; Harsonowati, W.; Waheed, A.; Qiang, Y.; Yousef, A.F.; Munir, N.; Wei, X.; Scholz, S.S.; Reichelt, M.; et al.
Identification of Fungal Pathogens to Control Postharvest Passion Fruit (Passiflora edulis) Decays and Multi-Omics Comparative
Pathway Analysis Reveals Purple Is More Resistant to Pathogens than a Yellow Cultivar. J. Fungi 2021, 7, 879. [CrossRef]

16. Moreira, R.R.; Caus, G.; Gomes Figueiredo, J.A.; May De Mio, L.L. Phomopsis Rot Caused by Diaporthe Infecunda on Fruit and
Flowers of Passiflora edulis in Brazil. Australas. Plant Pathol. 2020, 49, 141–145. [CrossRef]

17. Gil, J.G.R.; Tamayo, P.J.; Morales, J.G. Identification and Pathogenicity of Microorganisms Affecting Purple Passion Fruit in
Colombia. Rev. Ceres 2017, 64, 250–257. [CrossRef]

18. Liu, Z.-L.; Zhou, S.; Huang, Y.; Yang, L.; Yan, Y.; Chen, G.; Sun, J.M.; Wu, S.; Chen, X. First Report of Fruit Rot Caused by
Phytophthora Nicotianae on Passion Fruit in Guangxi Province, China. Plant Dis. 2021, 106, 336. [CrossRef]

19. Qiu, F.; Li, X.; Xie, C.P.; Li, J.; Zheng, F.Q. Identification of Colletotrichum Brevisporum Causing Fruit Rot in Yellow Passion Fruit
(Passiflora edulis f. Flavicarpa) in China. Australas. Plant Pathol. 2021, 50, 229–232. [CrossRef]

20. Zhang, W.; Niu, X.L.; Yang, J.Y. First Report of Postharvest Fruit Rot on Passion Fruit (Passiflora edulis) Caused by Lasiodiplodia
Theobromae in Mainland China. Plant Dis. 2021, 105, 1198. [CrossRef]

21. Li, C.; Zhao, J.; Wang, J.; Wang, X.; Xiang, W.; Zhao, J. First Report of Trichothecium Roseum Causing Postharvest Fruit Rot on
Purple Passion Fruit in China. Plant Dis. 2022, 106, 3212. [CrossRef] [PubMed]

22. Xu, H.; Qiao, P.; Pan, J.; Qin, Z.; Li, X.; Khoo, H.E.; Dong, X. CaCl2 Treatment Effectively Delays Postharvest Senescence of Passion
Fruit. Food Chem. 2023, 417, 135786. [CrossRef] [PubMed]

23. Zhang, X.; Li, B.; Zhang, Z.; Chen, Y.; Tian, S. Antagonistic Yeasts: A Promising Alternative to Chemical Fungicides for Controlling
Postharvest Decay of Fruit. J. Fungi 2020, 6, 158. [CrossRef]

24. Huang, X.; Ren, J.; Li, P.; Feng, S.; Dong, P.; Ren, M. Potential of Microbial Endophytes to Enhance the Resistance to Postharvest
Diseases of Fruit and Vegetables. J. Sci. Food Agric. 2021, 101, 1744–1757. [CrossRef] [PubMed]

https://doi.org/10.3389/fpls.2020.00498
https://www.ncbi.nlm.nih.gov/pubmed/32547568
https://doi.org/10.1016/j.scienta.2023.112016
https://doi.org/10.1016/j.ijbiomac.2023.125229
https://www.ncbi.nlm.nih.gov/pubmed/37301339
https://doi.org/10.1016/j.lwt.2022.113584
https://doi.org/10.1016/j.foodchem.2021.129685
https://www.ncbi.nlm.nih.gov/pubmed/33799248
https://doi.org/10.1080/23802359.2021.1872442
https://doi.org/10.1016/j.ijbiomac.2022.11.076
https://doi.org/10.1016/j.foodres.2021.110521
https://doi.org/10.1016/j.foodchem.2016.05.147
https://doi.org/10.3389/fphar.2020.00617
https://doi.org/10.1038/s41438-020-00455-1
https://www.ncbi.nlm.nih.gov/pubmed/33419990
https://doi.org/10.1016/j.scp.2022.100679
https://doi.org/10.1111/jfpp.13749
https://doi.org/10.1007/s10681-014-1235-9
https://doi.org/10.3390/jof7100879
https://doi.org/10.1007/s13313-020-00684-x
https://doi.org/10.1590/0034-737x201764030005
https://doi.org/10.1094/PDIS-03-21-0646-PDN
https://doi.org/10.1007/s13313-020-00766-w
https://doi.org/10.1094/PDIS-06-20-1346-PDN
https://doi.org/10.1094/PDIS-01-22-0115-PDN
https://www.ncbi.nlm.nih.gov/pubmed/35536205
https://doi.org/10.1016/j.foodchem.2023.135786
https://www.ncbi.nlm.nih.gov/pubmed/36921365
https://doi.org/10.3390/jof6030158
https://doi.org/10.1002/jsfa.10829
https://www.ncbi.nlm.nih.gov/pubmed/32974893


J. Fungi 2023, 9, 1034 13 of 14

25. Wu, J.; Hu, J.; Jiao, W.; Du, Y.; Han, C.; Chen, Q.; Chen, X.; Fu, M. Inhibitory Effect of ε-Poly-L-Lysine on Fruit Colletotrichum
Gloeosporioides through Regulating Organic Acid Metabolism and Exerting Membrane-Targeted Antifungal Activity. Postharvest
Biol. Technol. 2023, 200, 112339. [CrossRef]

26. Dou, Y.; Routledge, M.N.; Gong, Y.; Godana, E.A.; Dhanasekaran, S.; Yang, Q.; Zhang, X.; Zhang, H. Efficacy of Epsilon-Poly-
L-Lysine Inhibition of Postharvest Blue Mold in Apples and Potential Mechanisms. Postharvest Biol. Technol. 2021, 171, 111346.
[CrossRef]

27. Jiang, B.; Liu, R.; Fang, X.; Tong, C.; Chen, H.; Gao, H. Effects of Salicylic Acid Treatment on Fruit Quality and Wax Composition
of Blueberry (Vaccinium virgatum Ait). Food Chem. 2022, 368, 130757. [CrossRef]

28. Zhang, Y.; Li, S.; Deng, M.; Gui, R.; Liu, Y.; Chen, X.; Lin, Y.; Li, M.; Wang, Y.; He, W.; et al. Blue Light Combined with Salicylic
Acid Treatment Maintained the Postharvest Quality of Strawberry Fruit during Refrigerated Storage. Food Chem. X 2022, 15,
100384. [CrossRef]

29. Yan, R.; Xu, Q.; Dong, J.; Kebbeh, M.; Shen, S.; Huan, C.; Zheng, X. Effects of Exogenous Melatonin on Ripening and Decay
Incidence in Plums (Prunus salicina L. Cv. Taoxingli) during Storage at Room Temperature. Sci. Hortic. 2022, 292, 110655.
[CrossRef]

30. Wang, F.; Zhang, X.; Yang, Q.; Zhao, Q. Exogenous Melatonin Delays Postharvest Fruit Senescence and Maintains the Quality of
Sweet Cherries. Food Chem. 2019, 301, 125311. [CrossRef]

31. Chen, G.; Yang, L.; Luo, H.L.; Huang, Y.C.; Ju, Y.; Wei, Y.W.; Sun, J.M. First Report of Leaf Spot on Passion Fruit in China Caused
by Alternaria Alternata. Plant Dis. 2023, 107, 1229. [CrossRef] [PubMed]

32. Mehraban, A.; Nasr, R.; Eslami, M.; Amrollahi, H. Molecular and Morphological Identification of Fungi Isolated from Sour Cherry,
Plum and Apple Fruit Leather in Iran. Gene Rep. 2019, 17, 100500. [CrossRef]

33. Prakash, P.Y.; Bhargava, K. A Modified Micro Chamber Agar Spot Slide Culture Technique for Microscopic Examination of
Filamentous Fungi. J. Microb. Methods 2016, 123, 126–129. [CrossRef]

34. Lu, J.Y. Plant Disease Diagnosis, 2nd ed.; China Agriculture Press: Beijing, China, 1997; pp. 32–59.
35. Qi, P.K. Diseases of Fruits and Vegetables Storage and Transportation, 1st ed.; China Agriculture Press: Beijing, China, 1994; pp. 3–8.
36. Liu, Z.Y.; Zhang, P.; Zi, L.L.; Zhu, T.S. Identification of the Pathogen Causing Leaf Margin Brown Spot on Jujube in Southern

Xinjiang. Hunan Agric. Sci. 2022, 9, 22–26. [CrossRef]
37. Cui, L.; Yang, C.; Jin, M.; Wei, L.; Yang, L.; Zhou, J. Identification and Biological Characterization of a New Pathogen That Causes

Potato Scab in Gansu Province, China. Microb. Pathog. 2021, 161, 105276. [CrossRef] [PubMed]
38. Zhao, Y.; Zhu, X.; Hou, Y.; Pan, Y.; Shi, L.; Li, X. Effects of Harvest Maturity Stage on Postharvest Quality of Winter Jujube

(Zizyphus jujuba Mill. Cv. Dongzao) Fruit during Cold Storage. Sci. Hortic. 2021, 277, 109778. [CrossRef]
39. Shi, F.; Li, X.; Meng, H.; Wei, W.; Wang, Y. Reduction in Chilling Injury Symptoms by Hot Electrolyzed Functional Water Treatment

May Function by Regulating ROS Metabolism in Satsuma Orange Fruit. LWT 2020, 125, 109218. [CrossRef]
40. Fan, S.; Li, Q.; Feng, S.; Lei, Q.; Abbas, F.; Yao, Y.; Chen, W.; Li, X.; Zhu, X. Melatonin Maintains Fruit Quality and Reduces

Anthracnose in Postharvest Papaya via Enhancement of Antioxidants and Inhibition of Pathogen Development. Antioxidants
2022, 11, 804. [CrossRef]

41. Corrêa, R.C.G.; Peralta, R.M.; Haminiuk, C.W.I.; Maciel, G.M.; Bracht, A.; Ferreira, I.C.F.R. The Past Decade Findings Related with
Nutritional Composition, Bioactive Molecules and Biotechnological Applications of Passiflora Spp. (Passion Fruit). Trends Food Sci.
Technol. 2016, 58, 79–95. [CrossRef]

42. Hernández, A.; Ruiz-Moyano, S.; Galván, A.I.; Merchán, A.V.; Pérez Nevado, F.; Aranda, E.; Serradilla, M.J.; de Guía Córdoba, M.;
Martín, A. Anti-Fungal Activity of Phenolic Sweet Orange Peel Extract for Controlling Fungi Responsible for Post-Harvest Fruit
Decay. Fungal Biol. 2021, 125, 143–152. [CrossRef]

43. Gi, S.; Kim, W.; Yang, K.-Y. Emergence of Multiple Diaporthe Species Causing Kiwifruit Rot and Occurrence of Resistance to a
Methyl Benzimidazole Carbamate Fungicide in South Korea. Crop Prot. 2022, 158, 106016. [CrossRef]

44. Li, H.; Yu, S.; Tang, W.; Miao, M.; Liu, Y. First Report of Diaporthe Passiflorae and Diaporthe Nobilis Causing a Postharvest
Kiwifruit Rot in Sichuan Province, China. Plant Dis. 2019, 103, 771. [CrossRef]

45. Fu, Z.L.; Yang, S.Y.; Zhang, R.; Zhang, H. Study on the biological characteristics of Pointillomyces mangiferae. South. China Fruits
2017, 46, 74–76+80.

46. Yan, X.R.; Wang, X.; Hu, M.Q.; Dai, H.P.; Fu, J.F.; Li, T.L. Identification and biological characteristic of blueberry Diaporthe bud
blight pathogen. Acta Phytopathol. Sin. 2015, 45, 556–560. [CrossRef]

47. Ariyawansa, H.A.; Tsai, I.; Wang, J.-Y.; Withee, P.; Tanjira, M.; Lin, S.-R.; Suwannarach, N.; Kumla, J.; Elgorban, A.M.; Chee-
wangkoon, R. Molecular Phylogenetic Diversity and Biological Characterization of Diaporthe Species Associated with Leaf Spots
of Camellia Sinensis in Taiwan. Plants 2021, 10, 1434. [CrossRef]

48. Li, W.; Jiang, Y.; Hu, C.; Liu, G.; Li, Y.; Wang, S. Identification, Pathogenic Mechanism and Control of Rhizopus Oryzae Causing
Postharvest Fruit Rot in Pumpkin. Postharvest Biol. Technol. 2023, 204, 112460. [CrossRef]

49. Zhang, J.; Liu, Q.; Chen, X.; Li, M.; Lin, M.; Chen, Y.; Lin, H. Slightly Acidic Electrolyzed Water Treatment Improves the Quality
and Storage Properties of Carambola Fruit. Food Chem. X 2023, 17, 100555. [CrossRef]

50. Sun, Y.; Lu, R.; Pan, L.; Wang, X.; Tu, K. Assessment of the Optical Properties of Peaches with Fungal Infection Using Spatially-
Resolved Diffuse Reflectance Technique and Their Relationships with Tissue Structural and Biochemical Properties. Food Chem.
2020, 321, 126704. [CrossRef]

https://doi.org/10.1016/j.postharvbio.2023.112339
https://doi.org/10.1016/j.postharvbio.2020.111346
https://doi.org/10.1016/j.foodchem.2021.130757
https://doi.org/10.1016/j.fochx.2022.100384
https://doi.org/10.1016/j.scienta.2021.110655
https://doi.org/10.1016/j.foodchem.2019.125311
https://doi.org/10.1094/PDIS-06-22-1322-PDN
https://www.ncbi.nlm.nih.gov/pubmed/36089693
https://doi.org/10.1016/j.genrep.2019.100500
https://doi.org/10.1016/j.mimet.2016.02.015
https://doi.org/10.16498/j.cnki.hnnykx.2022.009.006
https://doi.org/10.1016/j.micpath.2021.105276
https://www.ncbi.nlm.nih.gov/pubmed/34728371
https://doi.org/10.1016/j.scienta.2020.109778
https://doi.org/10.1016/j.lwt.2020.109218
https://doi.org/10.3390/antiox11050804
https://doi.org/10.1016/j.tifs.2016.10.006
https://doi.org/10.1016/j.funbio.2020.05.005
https://doi.org/10.1016/j.cropro.2022.106016
https://doi.org/10.1094/PDIS-07-18-1220-PDN
https://doi.org/10.13926/j.cnki.apps.2015.05.015
https://doi.org/10.3390/plants10071434
https://doi.org/10.1016/j.postharvbio.2023.112460
https://doi.org/10.1016/j.fochx.2022.100555
https://doi.org/10.1016/j.foodchem.2020.126704


J. Fungi 2023, 9, 1034 14 of 14

51. Li, X.; Jing, T.; Zhou, D.; Zhang, M.; Qi, D.; Zang, X.; Zhao, Y.; Li, K.; Tang, W.; Chen, Y.; et al. Biocontrol Efficacy and Possible
Mechanism of Streptomyces Sp. H4 against Postharvest Anthracnose Caused by Colletotrichum Fragariae on Strawberry Fruit.
Postharvest Biol. Technol. 2021, 175, 111401. [CrossRef]

52. Strano, M.C.; Restuccia, C.; De Leo, R.; Mangiameli, S.; Bedin, E.; Allegra, M.; Quartieri, A.; Cirvilleri, G.; Pulvirenti, A. Efficacy of
an Antifungal Edible Coating for the Quality Maintenance of Tarocco Orange Fruit during Cold Storage. Crop Prot. 2021, 148,
105719. [CrossRef]

53. Liu, H.; Chen, J.; Xia, Z.; An, M.; Wu, Y. Effects of ε-Poly-l-Lysine on Vegetative Growth, Pathogenicity and Gene Expression of
Alternaria Alternata Infecting Nicotiana Tabacum. Pestic. Biochem. Physiol. 2020, 163, 147–153. [CrossRef] [PubMed]

54. Shu, C.; Cui, K.; Li, Q.; Cao, J.; Jiang, W. Epsilon-Poly-l-Lysine (ε-PL) Exhibits Multifaceted Antifungal Mechanisms of Action
That Control Postharvest Alternaria Rot. Int. J. Food Microbiol. 2021, 348, 109224. [CrossRef] [PubMed]

55. Haider, S.-A.; Ahmad, S.; Sattar Khan, A.; Anjum, M.A.; Nasir, M.; Naz, S. Effects of Salicylic Acid on Postharvest Fruit Quality of
“Kinnow” Mandarin under Cold Storage. Sci. Hortic. 2020, 259, 108843. [CrossRef]

56. da Rocha Neto, A.C.; Maraschin, M.; Di Piero, R.M. Antifungal Activity of Salicylic Acid against Penicillium Expansum and Its
Possible Mechanisms of Action. Int. J. Food Microbiol. 2015, 215, 64–70. [CrossRef] [PubMed]

57. Zhang, Z.; Wang, T.; Liu, G.; Hu, M.; Yun, Z.; Duan, X.; Cai, K.; Jiang, G. Inhibition of Downy Blight and Enhancement of
Resistance in Litchi Fruit by Postharvest Application of Melatonin. Food Chem. 2021, 347, 129009. [CrossRef]

58. Li, S.E.; Xu, Y.H.; Bi, Y.; Zhang, B.; Shen, S.L.; Jiang, T.J.; Zheng, X.L. Melatonin Treatment Inhibits Gray Mold and Induces Disease
Resistance in Cherry Tomato Fruit during Postharvest. Postharvest Biol. Technol. 2019, 157, 110962. [CrossRef]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1016/j.postharvbio.2020.111401
https://doi.org/10.1016/j.cropro.2021.105719
https://doi.org/10.1016/j.pestbp.2019.11.005
https://www.ncbi.nlm.nih.gov/pubmed/31973852
https://doi.org/10.1016/j.ijfoodmicro.2021.109224
https://www.ncbi.nlm.nih.gov/pubmed/33965694
https://doi.org/10.1016/j.scienta.2019.108843
https://doi.org/10.1016/j.ijfoodmicro.2015.08.018
https://www.ncbi.nlm.nih.gov/pubmed/26340673
https://doi.org/10.1016/j.foodchem.2021.129009
https://doi.org/10.1016/j.postharvbio.2019.110962

	Introduction 
	Materials and Methods 
	Materials and Reagents 
	Isolation and Purification of Pathogens 
	Morphological Identification of the Pathogen 
	Pathogenicity Detection of the Pathogen 
	Molecular Biological Identification of Pathogens 
	Biological Characteristics of the Pathogens 
	In Vivo Assay 
	Assay of Wound Inoculation with D. passiflorae 
	Effects of D. passiflorae Inoculation on the Fruit Hue Angle 
	Effects of D. passiflorae Inoculation on Cell Membrane Permeability 

	Effects of -PL, SA, and MT Treatments on the Mycelial Growth and Inhibition Rate of D. passiflorae In Vitro 
	Statistical Analysis 

	Results 
	Symptoms of Brown Rot on Passion Fruit 
	Morphological Identification of Pathogens 
	Pathogenicity Testing of Pathogens 
	Molecular Biology of the Pathogen 
	Biological Characterization of D. passiflorae 
	In Vivo Assay 
	Effects of D. passiflorae on Spot Diameter 
	Effects of D. passiflorae Inoculation on the Fruit Hue Angle of Passion Fruit 
	Effects of D. passiflorae Inoculation on Cell Membrane Permeability 

	Effects of -PL, SA, and MT on the Mycelial Growth of D. passiflorae In Vitro 

	Discussion 
	Conclusions 
	References

